Stantec Australia Pty Ltd
Ground Floor, 226 Adelaide Terrace

Perth WA 6000
Tel: +61 8 6222 7000

@ Stantec ABN 17 007 820 322 www.stantec.com/au

7 July 2023

Dear Adam,

RE: Mt Weld Potential SRE Taxa: Memo

Stantec Australia (Stantec) was engaged by Lynas Rare Earths (Lynas) to undertake a short-range endemic (SRE) invertebrate
fauna survey of the Mt Weld Rare Earths Project (the Proposal) in the Goldfields region of Western Australia. This survey is the
most recent terrestrial fauna survey completed for the Proposal, following those listed below:

e Lynas Corporation Ltd Mt Weld Rare Earths Project: Level 1 Terrestrial Fauna Assessment (Outback Ecology 2011)

e Lynas Corporation Ltd Mt Weld Rare Earths Project: Level 1 Vegetation, Flora and Fauna Assessment (Outback Ecology
2013)

e Lynas Corporation Ltd Mt Weld Rare Earths Project: Level 1 Vegetation, Flora and Fauna Survey (MWH 2014)

e Mt Weld Flora, Vegetation and Fauna Review (Stantec 2018)

e Mt Weld Rare Earths Project Level 2 and Targeted Terrestrial Fauna Survey (Stantec 2020)

Of these surveys, specimens from SRE invertebrate groups were collected during the MWH (2014) survey and during Phase 1 and
Phase 2 surveys in 2020 (Stantec 2020). This memo summarises the SRE findings of these surveys including subsequent
morphological and genetic identifications. All identifications undertaken for this memo were undertaken by Alacran Environmental
Science (Alacran) and Genotyping Australia.

Previous Surveys Taxa identification:

In total, 13 taxa (28 specimens) were collected within the Proposal’s Development Envelope over the course of the previous
surveys (MWH 2014, Stantec 2020) to inform the impact assessment for the Life of Mine approvals. Nine of these taxa collected
from the Survey Area were originally identified as potential SRE taxa (Stantec 2020) (Table 1).

Given potential impacts to the locations of these collections, additional morphological (WAM 2023) and genetic analysis (Appendix
A) was undertaken in May 2023 to better understand the potential distributions of these taxa outside the Proposal Development
Envelope. This analysis revealed that five of the nine potential SRE taxa were known to have distributions that extend outside the
Survey Area (Table 1, Figure 1). These taxa were:

Aname ‘MYG629’
Idiosoma ‘MYG722’
Proshermacha ‘MYG715’
Buddelundia ‘103’
Buddelundia ‘106’

However, the remaining four taxa were only known from the Development Envelope. These taxa were:

. Idiosoma ‘MW1’

. Idiosoma ‘MW2’

. Synsphyronus ‘weld’

. Urodacus sp. - (sequencing inconclusive prior to 2023 Targeted SRE Survey)
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Stantec conducted a Targeted SRE Survey from 29" May — 2" June 2023. The objectives of this survey were to:

. Collect new specimen(s) of Urodacus sp. for revised sequencing; and
. Determine whether the four taxa known only from the Development Envelope were present in the broader region, by
surveying outside the Development Envelope.

24 specimens were collected during the 2023 Targeted SRE Survey. Genotyping Australia prepared and sequenced the
specimens. Alacran (Appendix A) then amplified DNA sequence fragments where possible, in order to identify the specimens to
species level. Two specimens collected outside the Development Envelope were not sequenced to species level: one being an
unmatched /diosoma specimen and the other being an outgroup of Barychellidae (a non-target family for this analysis).

The remaining 22 specimens were identified to species level (Table 1). The identification demonstrated that the following three taxa
are confirmed present outside the Development Envelope (Figure 1):

. Idiosoma ‘MW 1’
. Idiosoma ‘MW2’
. Urodacus ‘MW1’ (previously Urodacus sp.)

Synsphyronus ‘weld’ was not collected during the 2023 Targeted SRE Survey due to survey effort prioritising the three taxa listed
above. This taxon is known from only one record within the Development Envelope (Non-priority Indicative Footprint), in Mulga on
clay loam habitat which was assessed as having a low potential to support SRE taxa (Figure 1). This taxon has the potential to be
widespread as the specimen was recorded from a widespread habitat type. Additional targeted searches for Synsphyronus ‘weld’
within Mulga on clay loam habitat outside the Development Envelope are needed to confirm this.

Please do not hesitate to contact the undersigned if you have any queries.

Yours sincerely

TS [fotea=—<"

Joseph Sollis Paul Bolton
Senior Zoologist Team Lead: Terrestrial Fauna

Stantec Australia Pty Ltd
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Table 1: Potential SRE specimens sampled from Mt Weld including their presence within and outside the Development Envelope (DE) and Indicative Footprint (IF), and the habitat from which they were collected. Habitats are coloured according to their
potential o support SRE taxa (green - low potential, amber - moderate potential, red - high potential).

Habitats (SRE potential: green - low potential, amber - moderate potential, red - high potential).*

- k)
z c > > c o
o 501 8 o < o c
Preliminary taxon name | Confirmed identification Date 9f Stantec Alacran Number k2 a9 hu 0 % e 2 a
collection codes codes c 23§ €l D¢ o o Q
In Out In Out o <5 8 25| @ z o Comment
9 0 ® 82| 23| 2 9 2
B2 30 5|5 3
> Q0| =2 2 o
(%2}
Mygalomorph LN8970 AES230023
Spiders
Idiosoma sp Idiosoma ‘MW1’ 2020 LN7479 AES230025 4 L, L, L, L, : : : Confirmed outside Development Envelope
' 125 AES230052 (Appendix A)
145 AES230063
LN9454 AES230022
2020 LN7976 AES230026
LN8963 AES230024
Site 2-2 T136170
2014
Site 5-5 T136167
100 AES230042
105 AES230043
107 AES230045
Idiosoma sp., 108 AES230046 i i
. . Confirmed outside Development Envelope
‘ ' v v v v
féoopi:i;eésspp. , Idiosoma ‘MYG722 13 AES230047 18 1 11 (Appendix A)
122 AES230049
2023 131 AES230053
135 AES230057
136 AES230058
137 AES230059
138 AES230060
139 AES230061
144 AES230062

Confirmed outside Development Envelope

Proshermacha ‘MYG715" | Proshermacha ‘MYG715’ 2020 647 AES200631 1 4 v X v 1 (Conspecific with regional records presented
in Figure 1 (Stantec 2020, WAM 2023))
Confirmed outside Development Envelope

‘ ' i - v v v
Aname sp. Aname ‘MYG629 2014 Site 1-1 T136178 1 X 1 (Appendix A)
20 Site 4-4 T136169
14 Confirmed outside Development Envelope
i i ‘ ' ite 6- v v v v
Aganippe sp. Idiosoma ‘MW?2 Site 6-6 T136168 3 2 (Appendix A)
2023 134 AES230056
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Habitats (SRE potential: green - low potential, amber - moderate potential, red - high potential).*
- ko}
z c > > c o
o 501 8 o < o c
Preliminary taxon name Confirmed identification Date .Of Stantec Alacran Number k2 2 g e % % ke} 2 Q
collection codes codes c . 23§ €l D¢ o o Q
In Out In Out o <o o 2= o) > o Comment
o 0 ® 82| =23 2 6 3]
o an | D 25 & = 5
=) 6 C 2 o) o w L O
b g o = =
(%)
Scorpions 2014 Site 3-3 -
114 AES230048
123 AES230050 . .
Confirmed outside Development Envelope
Urodacus sp. Urodacus ‘MW1' 202 124 AES230051 7 v v v v 7 (Appendix At)
023 132 AES230054
133 AES230055
147 AES230065

Analysis complete: No matches (Appendix A)

Pseudoscorpions
2020 LN6256 - 1 v X X 4 1 Record is within Development Envelope,

Synsphyronus ‘weld’ Synsphyronus ‘weld’
outside Indicative Footprint
Slaters Confirmed outside Development Envelope
Buddelundia '103’ Buddelundia '103’ 2020 LN7966 - 1 4 v v v 1 (Conspecific with regional records presented
in Figure 1 (S. Judd, pers comm. 19 Apr 2023))
Confirmed outside Development Envelope
Buddelundia ‘106’ Buddelundia ‘106’ 2020 LN7988 - 1 v v X 4 1 (Conspecific with regional records presented

in Figure 1 (S. Judd, pers comm. 19 Apr 2023))

*Counts by habitat types are only provided for specimens collected within the Level 2 Fauna Survey Area.
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Figure 1: Records of potential SRE taxa known to occur within the Development Envelope, and regional records.
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Environmental Science

EXECUTIVE SUMMARY
The Mount Weld Mine is proposing an expansion of its mining footprint in the Eastern Goldfields (W.A.).

Previous surveys for Short-range endemic (SRE) invertebrates yielded 12 invertebrates from the proposed
expansion footprint:

nine (9) specimens of Idiopidae (spiny trapdoor spiders), including species identified to the genera
Idiosoma sp., Aganippe sp. (=ldiosoma)

- two (1) specimens of Anamidae (open-hole trapdoor spiders)

- one (1) specimen of Urodacidae (Australian burrowing scorpions), Urodacus sp.

- one (1) specimen of the pseudoscorpion family Garypidae.
The scorpion and spider samples were represented by female or juvenile samples; therefore, species level
identification was not possible using morphology alone. Species level identification in most trapdoor spiders
and Australian burrowing scorpions requires assessment of the adult males.

Additional samples were sourced from the W.A. Museum as well as more recently (2023) collected specimens,
and DNA sequences were amplified from these in order to determine species identity assess their potential to
be SREs.

The analyses determined matches with two morphospecies: Aname 'MYG629' and Idiosoma 'MYG722".

No matches were found for morphospecies Idiosoma 'MW1', Idiosoma 'MW?2' and Urodacus 'MW1'; however,
each of these species was represented by several specimens including the target specimens.

No matches were found for the Pseudoscorpion Synsphyronus 'weld'.
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1 AIMS
The Mount Weld Mine is proposing an expansion of its mining footprint in the Eastern Goldfields (W.A.).

Previous surveys for Short-range endemic (SRE) invertebrates yielded 12 invertebrates from the proposed
expansion footprint Table 1.1:

nine (9) specimens of Idiopidae (spiny trapdoor spiders), including species identified to the genera
Idiosoma sp., Aganippe sp. (=ldiosoma)

- two (1) specimens of Anamidae (open-hole trapdoor spiders)

- one (1) specimen of Urodacidae (Australian burrowing scorpions), Urodacus sp.

- one (1) specimen of the pseudoscorpion family Garypidae.
The scorpion and spider samples were represented by female or juvenile samples; therefore, species level
identification was not possible using morphology alone. Species level identification in most trapdoor spiders
and Australian burrowing scorpions requires assessment of the adult males.

Table 1.1 Target samples from previous surveys at Mount Weld

Alacran / WA Museum Registration Previous identification Latitude S. Longitude E.

AES230023 Idiosoma sp. 28°51'06.75 | 122°29'43.26
AES230025 Idiosoma sp. 28°50'44.57 | 122°29'39.16
AES230022 Idiosoma sp. 28°52'00.91 | 122°33'28.33
AES230026 Idiosoma sp. 28°52'34.32 | 122°31'19.99
AES230024 Idiosoma sp. 28°52'00.91 | 122°33'28.33
T136178 Aname sp. 28°51'32.90 | 122°30'40.60
T136170 Aganippe sp. (=ldiosoma sp.) | 28°51'50.10 | 122°30'41.60
T136169 Aganippe sp. (=ldiosoma sp.) | 28°52'31.30 | 122°30'42.40
T136167 Aganippe sp. (=ldiosoma sp.) | 28°52'56.30 | 122°30'38.20
T136168 Aganippe sp. (=ldiosoma sp.) | 28°52'58.40 | 122°30'35.90
T136195 Urodacus sp. 28°52'17.80 122°31'14.60
AES230029 Synsphyronus ‘weld’ 28°52'00.91 122°33'28.33

In order to obtain species level identifications and additional conspecific records for SRE assessment, Alacran
attempted to amplify DNA sequence fragments of the gene Cytochrome C oxidase subunit | (COI) to enable
species delimitation.

In order to obtain potential regional context for this study, an additional 42 samples representing families from
the target taxa (Table 1.1) were also obtained from within 100 km of Mt Weld from the Western Australian
Museum (Table 1.2):

- 13 Anamidae
- 23 Idiopidae
- 6 Urodacidae.
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Table 1.2 Western Australian Museum regional context samples

W. A. Museum Registration
T110326
T110348
T110341
T110342
T110343
T110330
T155078
T155085
T155098
T155103
T155105
T155109
T155110
T110327
T110332
T110333
T110337
T110338
T110340
T110346
T110347
T110349
T110350
T110353
T151174
T151176
T151179
T151180
T151182
T151183
T151354b
T155083
T155089
T155108
T155113
T156445
T151410
T156448
T89474
T151144
T151145
T151146

Identification
Aname sp.
Aname sp.
Aname sp.
Aname sp.
Aname sp.
Aname sp.
Aname sp.
Aname sp.
Aname sp.
Aname sp.
Aname sp.
Aname sp.
Aname sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.

Urodacus sp.
Urodacus sp.
Urodacus sp.
Urodacus sp.
Urodacus sp.
Urodacus sp.

Latitude
28°48'40
28°48'49
28°48'46
28°48'46
28°48'46
28°48'40
28°57'55.18
28°56'06.50
28°57'55.18
28°58'16.70
28°56'06.50
28°56'06.50
28°56'06.50
28°48'40
28°48'40
28°48'40
28°48'42
28°48'42
28°48'46
28°48'47
28°48'47
28°48'49
28°48'50
28°49'03
29°10'59.84
29°10'59.84
29°09'07.34
29°09'07.34
29°07'33.86
29°07'33.86
29°06'50.33
28°44'04.70
28°48'19.92
28°43'34.89
28°48'19.92
28°09'16.80
29°10'22.91
28°11'05.96
28°51'39.10
29°09'05.82
29°09'05.82
29°09'05.82

Longitude
122°08'44
122°08'49
122°08'41
122°08'41
122°08'41
122°08'44
121°46'54.85
121°48'09.15
121°46'54.85
121°44'41.50
121°48'09.15
121°48'09.15
121°48'09.15
122°08'44
122°08'44
122°08'44
122°08'40
122°08'40
122°08'48
122°08'44
122°08'44
122°08'50
122°08'43
122°08'42
123°02'19.13
123°02'19.13
123°00'36.51
123°00'36.51
123°00'26.71
123°00'26.71
123°00'11.53
121°52'13.37
121°54'00.12
121°53'11.29
121°54'00.12
122°22'00.15
123°02'08.16
122°21'47.34
121°48'00.30
123°01'53.00
123°01'53.00
123°01'53.00
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A more recent (2023) collection survey was undertaken by Stantec to sample additional Urodacus and Idiosoma

species from the Mt. Weld area. That survey yielded an additional an additional 24 samples comprising 18 spiny

trapdoor spiders and six (6) burrowing scorpions.

Table 1.3 Samples from Stantec’s 2023 targeted survey

Alacran Registration

AES230042
AES230043
AES230044
AES230045
AES230046
AES230047
AES230049
AES230052
AES230053
AES230056
AES230057
AES230058
AES230059
AES230060
AES230061
AES230062
AES230063
AES230064
AES230048
AES230050
AES230051
AES230054
AES230055
AES230065

Stantec Field Codes
100
105
106
107
108
113
122
125
131
134
135
136
137
138
139
144
145
146
114
123
124
132
133
147

Identification
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.
Idiosoma sp.

Urodacus sp.
Urodacus sp.
Urodacus sp.
Urodacus sp.
Urodacus sp.
Urodacus sp.

Latitude

28°53'37.16
28°53'13.18
28°52'24.89
28°53'21.02
28°53'37.04
28°53'17.06
28°53'48.37
28°51'18.72
28°53'46.64
28°51'43.52
28°53'13.55
28°53'15.48
28°53'45.59
28°53'45.71
28°53'20.62
28°51'17.21
28°51'41.73
28°52'24.11
28°52'20.10
28°52'17.23
28°53'20.44
28°52'19.25
28°53'15.38
28°52'17.02

Longitude

122°29'12.18
122°30'44.13
122°29'45.42
122°32'20.34
122°29'12.18
122°30'42.26
122°30'42.42
122°29'29.20
122°30'43.45
122°29'47.53
122°30'44.58
122°30'44.48
122°30'43.99
122°30'41.45
122°32'18.76
122°29'32.53
122°29'49.29
122°29'45.12
122°31'14.19
122°31'12.20
122°30'43.76
122°31'18.44
122°30'43.57
122°31'11.68

This report presents the results of DNA sequencing and barcoding analyses undertaken for these samples.

2 METHODS

2.1 GENOMIC IDENTIFICATION (DNA BARCODING)
Species and morphospecies were initially determined using morphological characteristics and all identified by

Dr E.S. Volschenk (Alacran).

Sequence fragments of the COI gene were amplified from muscle tissues obtained from specimens fixed and

preserved in >95% ethanol or from samples fixed in Propylene glycol and later preserved in >95% ethanol.

Sequence generation from tissues was undertaken by Xytogen Pty Ltd (https://xytogen.com.au) and AGRF

Perth (http://www.agrf.org.au).

Sequence contigs were assembled from forward and reverse amplicons using Geneious R7 version 7.1.9 and

were subsequently edited and pruned by eye, prior to consensus sequences being created. Consensus
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sequences were then assessed for contamination using the NCBI Nucleotide Blast tool
(https://blast.ncbi.nlm.nih.gov).

For analyses and alignment, additional sequences of species pairs were obtained from GenBank (Benson et al.
2012) or from Alacran’s database of unpublished sequences, to better guide alignments and assess with
determining species boundaries. Species pairs were selected from taxa within the same genus or family of the
taxa under investigation, for which DNA sequence fragments were greater than 400 bases long.

Sequences sourced from samples previously studied by Alacran (unpublished) but subsequently lodged at the
W.A. Museum are identified with the W.A. Museum registration codes:

- Arachnology dept. beginning with “T” and followed by a string of numbers;

- Crustaceans dept beginning with “C” and followed by a string of numbers;

- Molluscs dept beginning with “S” and followed by a string of numbers.
Alacran sequence registration codes use the format of “AES” or “ESV” followed by a string of six numbers.
Sequences sourced from GenBank are identified with the Genbank accession code (comprised of two letters
followed by a string of six numbers).

Sequence editing, alignment and phylogenetic analysis were performed with Geneious R7. For each analysis
sequences were assembled and aligned using ClausalW or the Geneious alignment tool, implementing the
following variable settings: Global alignment with free ends; Cost matrix, 70% similarity (IUB); Open gap
penalty, 70; Gap extension penalty, 10; refinement iterations, 4.

Phylogenetic analyses were implemented using Geneious R7 and MrBayes (Huelsenbeck et al. 2001; Ronquist

et al. 2012). Outgroups were selected from (in order of preference): sister -genus, -family or -order, to the
group under investigation, where systematic relationships were known. Species delimitation was based on an
8% sequence divergence threshold for most taxa (Hebert et al. 2003a; Hebert et al. 2003b; Barrett et al. 2005;
Robinson et al. 2009). For trapdoor spiders, the delimiting threshold of 9.5 % was used (Castalanelli et al. 2014;

Huey et al. 2019) and 4% was used for scorpions (Volschenk unpublished data).

Reference taxa were selected from Genbank in two ways, depending on the number of sequences available for
each group. For small groups, all reference COI sequences were sourced from Genbank and a subset of two or
three samples were selected to represent each species or morphospecies identified. For groups with many
reference COI sequences on Genbank, reference sequences were selected from BLAST (Basic Local Alignment
Search Tool) results undertaken for each query sequence. Sequence BLAST was undertaken using the
Nucleotide BLAST tool (https://blast.ncbi.nlm.nih.gov/Blast.cgi). Two or three reference sequences were

selected from the 20 most similar sequences (using percentage identity) resulting from a BLAST of each query
sequence.

3 RESULTS
Of the 13 target samples, all yielded DNA sequence data; however, the sequence data from Urodacus sp.

(T136195) was very poor with numerous ambiguous (N) bases.

Of the comparative W.A. Museum samples attempted, three failed to yield useable DNA sequence data
(T110330, T110337, T110350). Of the recently collected Stantec samples, One sample only yielded a clean
sequence from the forward primer amplification (Idiosoma sp., AES230049).
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Comparisons of the edited COI DNA sequence with Genbank and Alacran reference sequences are summarised
in Table 3.1. Relevant parts of the phylogenetic trees are provided in the Figures section (Section 5) for
visualisation of species’ relationships. The raw sequence data is supplied for reference in Appendix 1.
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Table 3.1 Summary of species delimitation of query samples with supporting COlI DNA divergence results; target sample codes in bold.

T136178, 7110341,
T110348,T110342, Araneae Anamidae Aname sp. 'MYG629' 0-6.82 10.7 Figure 5.1 Genbank
T110343, MW518644

Potential SRE

0Q865359, 0Q865360,
T155078, T155085,
T155098, T155105,
T155109, T155110,

Araneae Anamidae Aname sp. 'Phoenix0055' 0-10.6 16.43 - Genbank

Potential SRE

T110326 Araneae Anamidae Aname sp. 'MW1' - 15.97 - -

Potential SRE

T155103 Araneae Anamidae Aname sp. 'MW?2' - 11.16 - -

Potential SRE

AES200341, KJ745099,
MW621136, T110340,
T110346, 7110347, Araneae Idiopidae Idiosoma sp. 'MYG256' 8.8 0-7.42 Figure 5.2
T110349, T141017,
T141019, T141020

Genbank
and Alacran

Widespread

AES200132, KY295319,
MW199717, T151182, Araneae Idiopidae Idiosoma sp. 'MYG721' 0.23-6.4 10.92 Figure 5.2 Genbank
T151183

Widespread

AES230022, AES230024,
AES230026, AES230042,
AES230043, AES230045,
AES230046, AES230047,
AES230049, AES230053,
AES230057, AES230058,
AES230059, AES230060,
AES230061, AES230062,
MW199716, KY295274,
T110338, 7155089,

T155113,T136167,

T136170, T151179,

Araneae Idiopidae Idiosoma sp. 'MYG722' 0-6.117 13.166 Figure 5.2 Genbank

Potential SRE
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T151180, T155083,
T155108, T156445,

MW199720, MW199721,

AES23055, AES23065
T136195

T151174, T151176, Araneae Idiopidae Idiosoma sp. '‘MYG723' 0-0.31 13.228 Genbank Potential SRE
T160697

AES230023, AES230025, - . . . . .
AES230052. AES230063, Araneae Idiopidae Idiosoma sp. 'MW1 0.16-1.28 7.937 Figure 5.2 Potential SRE
¢f§§i2256, T136168, Araneae Idiopidae Idiosoma sp. 'MW2' 1.07-3.61 7.94 Figure 5.2 - Potential SRE
T110327, T110332,

T110333, T110353, Araneae Idiopidae Unmatched /diosoma species - - - - Potential SRE
AES230044

AES230029 Pseudoscorpiones | Garypidae Synsphyronus sp. 'weld' - 16.615 Figure 5.3 - Potential SRE
AES23048, AES23050

AES23051, AES23054 Scorpiones Urodacidae Urodacus sp. 'MW1' 0-1.4 5.42 Figure 5.4 - Potential SRE:

DDG
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4 DISCUSSION AND SUMMARY
This study assessed COI sequences from 12 target taxa and assessed these against sequences from Genbank,

Alacran, WA Museum and more recently collected samples from Mount Weld. This study determined matched
the identity of 11 of the 12 samples with sequences from genbank and, or, sequenced generated from WA
Museum samples or recently collected samples Table 3.1. Only the Pseudoscorpion Synsphyronus 'weld' was
not matched with any reference sequences. Three species could not be matched to known morphospecies:
Idiosoma 'MW1', Idiosoma 'MW?2' and Urodacus 'MW1'.

Idiosoma 'MW1' and Idiosoma 'MW?2' were at the upper limit of the threshold usually used to delimit
trapdoor spider morphospecies using COl. These species appear to be maintaining this discrete threshold in

relatively close proximity therefore it is likely that these represent recently diverged sister species.

The target sample of Urodacus 'MW1' (T136195) yielded poor sequence data; however, despite numerous
ambiguous bases, this was matched to the additional samples collected by Stantec in 2023.

Sample AES230064 was placed among an outgroup of Barychellidae therefore no further attempt was made
to determine the identity of that sequence.

5 FIGURES

Aname MYG177-MW518636
0.56

1r Aname MYG177-K|744733

L Aname MYG177-K| 745257

- Aname MYG629-T136178

|
1]

%.(\]C Aname )-T110
Figure 5.1. Subclade of Bayesian phylogeny of Anamidae showing Aname sp. 'MYG629' conspecific taxa highlighted in

coloured text and query sample in bold. Branch labels represent posterior probabilities and scale bar
represents substitutions per site.
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Idiosoma sp-T1138804

Idiosoma sp-T134187

Idiosoma MYG019-KJ745428

Idiosoma-T110353

Idiosoma MYG244-KJ744920
T |diosoma sp-T134186

L Idiosoma sp-T143361

Idiosoma sp-KY295335
0.99[ Idiosoma MYG722-T151180
|diosoma MYG722-MW199716
0.98 Idiosoma MYG722-T156445
1 : |diosoma MYG722-T155108

o Idiosoma MYG722-T155083
Idiosoma MYG722-KY295274
078 - Idiosoma MYG722-T136170
[~ Idiosoma MYG722-AES230046
Idiosoma MYG722-AES230024
Idiosoma MYG722-AES230022
0.98F Idiosoma MYG722-AES230059
Idiosoma MYG722-AES230049
Idiosoma MYG722-AES230042
0.7 Idiosoma MYG722-AES230057
Idiosoma MYG722-AES230047
Idiosoma MYG722-T136167
Idiosoma MYG722-AES230026
0.8 Idiosoma MYG722-AES230061
Idiosoma MYG722-AES230060
Idiosoma MYG722-AES230053
0.84r Idiosoma MYG722-AES230058
Idiosoma MYG722-AES230043

Idiosoma sp-KY295332

Idiosoma sp-KY295322

Idiosoma MYG301-KJ745018

Idiosoma MYG086-MW621014

Idiosoma sp-KY295330
1|— Idiosoma MYG721 (HBI-5382)-AES200132

0.56 Idiosoma MYG721-KY295319
Idiosoma MYG721-T151183
Idiosoma MYG721-T151182
Idiosoma MYG721-MW199717

Idiosoma MYG720-MW199718

Idiosoma sp-T134185

0.97

Idiosoma sp-KY295336

Idiosoma beyondie1-MW621012

053|

Idiosoma MYG085-KJ745369
1r Idiosoma MYG126-KY295323

0.53
0.84
0.9 096
0.53
0.67
0.96

0.77

L \diosoma sp-KY295323

Idiosoma MYG300-KJ744951

Idiosoma MYG304-KJ745109
Idiosoma MYG306-KJ745045

Idiosoma MYG306-KJ744570
D,SSI Idiosoma MYG305-KJ744941
Idiosoma sp-AES200586

Idiosoma sp-KY295320

1 Idiosoma MW2-AES230056
1E Idiosoma MW2-T136168
0.98 Idiosoma MW2-T136169

Idiosoma MW1-AES230063
Idiosoma MW1-AES230023
Idiosoma MW1-AES230025
Idiosoma MW1-AES230052

0.06

Figure 5.2. Subclade of Bayesian phylogeny of Idiopidae showing Idiosoma species with query taxa highlighted in
coloured text and target samples from this project in bold. Branch labels represent posterior probabilities and
scale bar represents substitutions per site.

2305

Page | 11



Environmental Science

Troubleshooting of Short-range Endemic Category Arachnids From
. . . 2305
Mount Weld Mine Expansion Footprint

Synsphyronus PSE127-MNQ058682
Synsphyronus gurdoni-KT881497
Synsphyronus gurdoni-KT881494
09l Synsphyronus gurdoni-KT881495
Synsphyronus gurdoni-KT881496
Synsphyronus gurdoni-MN058670
Synsphyronus sp.-AES210108

97 Synsphyronus sp.-AES190228
_E Synsphyronus gracilis-MN058669
Synsphyronus PSEU052-ON923798
1 Synsphyronus apimelus-M\W428208
077 | 1E Synsphyronus apimelus-EU559537
Synsphyronus apimelus-MN058689
ESynsphyronus 'weld'-AES230029
Synsphyronus magnus-AES212106

1] Synsphyronus 1MSH-2021a-MZ920049
0.97 Synsphyronus marinae-MZ920049
Synsphyronus sertus-MZ934365
Synsphyronus PSE129-MN058674
Synsphyronus PSE014-ON929042
Synsphyronus PSE014-ON929043
Synsphyronus PSE014-ON929044
i — Synsphyronus PSE128-MN058680
— r Synsphyronus xynus-OK489984
[ Synsphyronus xynus-OK489994
Synsphyronus xynus-OK489998
i4] Synsphyronus PSE093-MN058679
Synsphyronus xynus-MN058679
0.6:[ Synsphyronus xynus-OK489995

Synsphyronus xynus-OK490003
" { Synsphyronus xynus-OK272546

0.99

‘_.

Synsphyronus xynus-OK235424
Synsphyronus xynus-OK255295

I=

0.85 Garypus beauvoisi-MN058691
1 _l— Garypus sanasai-OL514113
0.92 Garypus latens-MN058690
0 Garypus dissitus-MN058686

97 Garypus malgaryungu-MN058666
Garypus malgaryungu-MN0S8667
1 I_ Thaumastogarypus T132030-MN058675
1 Ammogarypus lawrencei-MNO58676
I—|—1I Thaumastogarypus robustus-MN058677
i Thaumastogarypus robustus-MN058678
— Anagarypus heatwolei-EU559540
0.62] Anagarypus australianus-MN058671
1| Anagarypus australianus-MN058672
0.8 Anagarypus australianus-MNO58673

Anagarypus australianus-MN058692
Anchigarypus californicus-MN058668

1[ Garypus IshigakiMN13-LC010872
Garypus IshigakiiN13-LC010873
Anchigarypus japonicus-LC010841
Anchigarypus japonicus-LC010827
Anchigarypus japonicus-LC010852
Anchigarypus japonicus-LC010851
Anchigarypus japonicus-LC010853
Anchigarypus japonicus-LC010833
Anchigarypus japonicus-LC010831
Anchigarypus japonicus-MN058688
Anchigarypus japonicus-LC010835
Anchigarypus japonicus-LC010839
Anchigarypus japonicus-LC010837
Anchigarypus japonicus-LC010829
Anchigarypus japonicus-MN058687

0.99 1

0.2

Figure 5.3. Subclade of Bayesian phylogeny of Garypidae showing Synsphyronus clade with query taxon highlighted.
Branch labels represent posterior probabilities and scale bar represents substitutions per site.
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1 r Urodacus-T156448

L Urodacus hoplurus-T75099

1r Urodacus butleri (HamBIk)-T88693

—0.86] - L Urodacus butler (HamBIk)-T88691

1[ Urodacus butleri-T123092

Urodacus butleri-T85115

Urodacus butleri (hamBIk)-T933975
Urodacus MW1-AES23051
Urodacus MW1-AES23065
Urodacus MW1-AES23048
Urodacus MW1-T136195
o7sf Urodacus MW1-AES23055

 Urodacus MW1-AES23054
“ Urodacus MW1-AES23050

097

0.76

0.02

Figure 5.4. Subclade of Bayesian phylogeny of Urodacidae showing Urodacus clade with query taxon and sample from
this project highlighted in coloured and bold text. Branch labels represent posterior probabilities and scale bar
represents substitutions per site.

Page | 13



Troubleshooting of Short-range Endemic Category Arachnids From

/ l /a g ’ a ’ Z Mount Weld Mine Expansion Footprint

Environmental

Science

6

REFERENCES

Barrett, M. and Hebert, P.D.N. (2005). Identifying spiders through DNA Barcodes. Canadian Journal of
Zoology 83, 481: 491.

Benson, D.A., Cavanaugh, M., Clark, K., Karsch: Mizrachi, I., Lipman, D., Ostell, J. and Sayers, E.W.
(2012). GenBank. Nucleic Acids Research 41(Database issue), D36-D42.

Castalanelli, M.A., Teale, R., Rix, M.G., Kennington, J. and Harvey, M.S. (2014). Barcoding of
mygalomorph spiders (Araneae: Mygalomorphae) in the Pilbara region of Western Australia
Invertebrate Systematics 28, 375—-385.

Hebert, P.D.N., A,, C,, Ball, S.L. and de Waard, J.R. (2003a). Biological identifications through DNA
barcodes. Proceedings of the Royal Society of London (B) 270, 313: 321.

Hebert, P.D.N., Ratnasingham, S. and de Waard, J.R. (2003b). Barcoding animal life: Cytochrome c
oxidase subunit 1 divergences among closely related species. Proceedings of the Royal Society London
B, Supplement 270, 96-99.

Huelsenbeck, J.P. and Ronquist, F. (2001). MRBAYES: Bayesian inference of phylogenetic trees.
Bioinformatics 17, 754: 755.

Huey, J.A., Hillyer, M.J. and Harvey, M.S. (2019). Phylogenetic relationships and biogeographic history
of the Australian trapdoor spider genus Conothele (Araneae: Mygalomorphae: Halonoproctidae):
diversification into arid habitats in an otherwise tropical radiation. Invertebrate Systematics.

Robinson, E.A., Blagoev, G.A., Hebert, P.D.N. and Adamowicz, S.J. (2009). Prospects for using DNA
barcoding to identify spiders in species: rich genera. ZooKeys 16, 27—-46.

Ronquist, F., Huelsenbeck, J. and Teslenko, M. (2012). MrBayes: Bayesian Inference for Phylogeny v.
3.2.1.

2305

Page | 14



Environmental Science

Ala Cran

7 APPENDIX
Appendix 1. DNA Sequences (COIl) generated for this report.

>Aname_MW1-T110326
ATTTTTGGTGTGTGGTCAGCTATGATTGGGACAGGAATAAGAGTTATGATTCGTACAGAGTTGGGGCAGGTGGGGAGTTTA
GTGGGTGATGATCATTTATACAATGTTATTGTGACAGCTCATGCTTTGGTTATAATTTTTTTTATAGTTATACCTATTATGATTG
GGGGGTTTGGGAATTGGTTAATTCCTTTAATGTTAGGGGCTCCTGATATAGCGTTTCCTCGAATAAATAATCTTAGTTTCTGG
CTTTTGCCTCCTTCATTATTTTTGTTGTTGCTTTCTTCATTAACTGGTGTTGGGGTGGGGGCAGGGTGAACTTTGTATCCTCCTT
TGTCATCTGTTATGGGTCATGGAGGTGGGGGAGTTGATTTTGCTATTTTTTCTTTACATITAGCGGGGGTTTCTTCTATCATGG
GGGCTATTAATTTTATTTCAACTATTGTAAATATGCGTTCTATAGGAATAACGATAGAACGTGTGCCGTTATTCGTTTGGTCAG
TTTTTATTACTGCTATTTTATTATTGTTATCTCTTCCTGTGCTTGCTGGGGCTATTACAATATTATTAACTGATCGAAATTTTAAT
ACTTCATTTTTTGACCCGGCTGGAGGGGGTGATCCTATTTTATTTCAGCATTTATTC

>Aname_MW?2-T155103
ATTTTTGGTGTATGGGCTGCTATAGTGGGGACTGCGATAAGAGTAATTATTCGTACAGAGTTAGGACAGGTGGGGAGATTTT
TAGGTGATGATCATTTATATAATGTAGTGGTGACGGCGCATGCTTTGGTAATGATTTTTTTTATAGTAATACCTATCATAATTG
GAGGATTTGGGAATTGATTGGTGCCTTTGATGTTGGGAGCCCCTGATATGGCTTTTCCTCGGATGAATAATTTGAGATTTTGG
TTATTGCCTCCTTCTTTATTTTTGTTAATTTTATCTTCTCTTACGGATGTAGGGGTGGGAGCTGGATGGACTATTTACCCCCCTT
TGTCGTCTGTCGTTGGTCATGGGGGAGGGGGGATGGACTTTGCTATTTTTTCTTTACATTITGGCGGGGGCTTCGTCGATTATG
GGCGCTATTAATTTTATTTCGACTATTGTAAATATGCGATTAGTGGGGATAAGAATGGAGCGTGTTCCTTTATTTGTTTGGTCT
GTGTTGATTACGGCTATTCTTTTGCTTTTATCTCTCCCCGTGTTGGCAGGGGCTATCACTATATTATTGACAGACCGTAATTTCA
ATACATCTTTTTTTGATCCGGCGGGGGGAGGGGATCCTATTTTATTTCAACATTTGTTT

>Aname_MYG629-T110341
GTTTTTGGGGTGTGGTCAGCTATGGTAGGAACTGGTATAAGAGTAATTATTCGGACTGAGTTAGGGCAGGTGGGAAGATTT
TTAGGAGATGATCATTTGTATAATGTGATTGTAACTGCTCATGCTTTGGTTATAATTTTTTTTATAGTAATGCCAATTATAATTG
GGGGATTTGGTAATTGGTTGGTGCCTTTAATATTAGGGGCACCGGATATAGCTTTCCCTCGGATGAATAATTTGAGATTTTGA
TTGCTCCCCCCATCATTGTTTATACTAATTTTATCTTCTCTTACGGATGTGGGTGTGGGGGCGGGTTGGACTATTTATCCTCCAT
TGTCTTCAGTGATTGGTCATGGGGGAGGGGGGATAGATTTTGCTATTTTTTCATTACACTTGGCTGGTGCTTCTTCGATTATA
GGGGCTATTAATTTTATTACTACAATTGTAAATATACGGTCTGTAGGAATAACCATAGAGCGGGTTCCATTGTTTGTTTGATCT
GTTCTTATTACCGCTATTTTGTTATTGTTATCTTTACCGGTGTTGGCTGGGGCTATTACTATATTATTGACTGACCGTAATTTTA
ATACTTCATTTTTTGATCCAGCAGGGGGAGGAGATCCTATTTTATTTCAACATTTGTTT

>Aname_MYG629-T110342
GTTTTTGGGGCGTGGTCAGCTATGGTAGGTACTGGTATAAGAGTAATTATTCGGACTGAGTTAGGGCAGGTGGGGAGATTT
TTAGGAGATGATCATTTGTATAATGTGATTGTAACTGCTCATGCTTTGGTAATAATTTTTTTTATAGTAATGCCAATTATAATTG
GGGGATTTGGTAATTGGCTGGTGCCTTTAATATTAGGGGCACCGGATATAGCTTTTCCTCGGATGAATAATTTGAGATTTTGA
TTGCTCCCCCCATCATTGTTTATACTAATTTTATCTTCTCTTACGGATGTGGGTGTGGGGGCGGGTTGAACTATTTATCCTCCAT
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TGTCTTCAGTGATTGGTCATGGGGGAGGGGGGATAGATTTTGCTATTTTTTCATTACACTTGGCTGGTGCTTCTTCGATTATA
GGGGCTATTAATTTTATTACTACAATTGTAAATATACGGTCTGTAGGAATAACCATAGAGCGGGTTCCATTGTTTGTTTGATCC
GTTCTTATTACCGCTATTTTGTTGTTGTTATCTTTACCGGTGTTGGCTGGGGCTATCACTATATTATTGACTGACCGTAATTTTA
ATACTTCATTTTTTGATCCAGCGGGGGGAGGAGATCCTATTTTATTTCAACATTTGTTT

>Aname_MYG629-T110343
GTTTTTGGGGCGTGGTCAGCTATGGTAGGTACTGGTATAAGAGTAATTATTCGGACTGAGTTAGGGCAGGTGGGGAGATTT
TTAGGAGATGATCATTTGTATAATGTGATTGTAACTGCTCATGCTTTGGTTATAATTTTTITTITATAGTAATGCCTATTATAATTG
GGGGATTTGGTAATTGGCTGGTGCCTTTAATATTAGGGGCACCGGATATAGCTTTCCCTCGGATGAATAATTTGAGATTTTGA
TTGCTCCCCCCATCATTGTTTATACTAATTTTATCTTCTCTTACGGATGTGGGTGTGGGGGCGGGTTGAACTATTTATCCTCCAT
TGTCTTCAGTGATTGGTCATGGGGGAGGGGGGATAGATTTTGCTATTTTTTCATTACACTTGGCTGGTGCTTCTTCGATTATA
GGGGCTATTAATTTTATTACTACAATTGTAAATATACGGTCTGTAGGAATAACCATAGAGCGGGTTCCATTGTTTGTTTGATCT
GTTCTTATTACCGCTATTTTGTTATTGTTATCTTTACCGGTGTTGGCTGGGGCTATCACTATACTATTGACTGACCGTAATTTTA
ATACTTCATTTTTTGATCCAGCGGGGGGAGGAGATCCTATTTTATTTCAACATTITGTTT

>Aname_MYG629-T110348
GTTTTTGGGGTGTGGTCAGCTATGGTAGGAACTGGTATAAGAGTAATTATTCGGACTGAGTTAGGGCAGGTGGGAAGATTT
TTAGGAGATGATCATTTGTATAATGTGATTGTAACTGCTCATGCTTTGGTTATAATTTTTTTTATAGTAATGCCAATTATAATTG
GGGGATTTGGTAATTGGTTGGTGCCTTTAATATTAGGGGCACCGGATATAGCTTTCCCTCGGATGAATAATTTGAGATTTTGA
TTGCTCCCCCCATCATTGTTTATACTAATTTTATCTTCTCTTACGGATGTGGGTGTGGGGGCGGGTTGGACTATTTATCCTCCAT
TGTCTTCAGTGATTGGTCATGGGGGAGGGGGGATAGATTTTGCTATTTTTTCATTACACTTGGCTGGTGCTTCTTCGATTATA
GGGGCTATTAATTTTATTACTACAATTGTAAATATACGGTCTGTAGGAATAACCATAGAGCGGGTTCCATTGTTTGTTTGATCT
GTTCTTATTACCGCTATTTTGTTATTGTTATCTTTACCGGTGTTGGCTGGGGCTATTACTATATTATTGACTGACCGTAATTTTA
ATACTTCATTTTTTGATCCAGCAGGGGGAGGAGATCCTATTTTATTTCAACATTTGTTT

>Aname_MYG629-T136178
GTTTTTGGGGTGTGGTCAGCTATGGTGGGTACTGGTATAAGAGTAATTATTCGGACTGAATTGGGACAGGTGGGGAGATTT
TTAGGAGATGATCATTTATATAATGTGATTGTGACTGCTCATGCTTTGGTTATGATTTTTTTTATAGTAATGCCAATTATAATCG
GGGGATTTGGAAATTGGCTGGTGCCTTTAATATTAGGGGCACCGGATATAGCTTTTCCTCGGATAAATAATTTGAGATTTTGG
TTGCTTCCCCCCTCATTGTTTATACTAATCTTATCTTCTCTTACGGATGTGGGTGTGGGGGCGGGTTGAACTATTTATCCCCCAT
TATCTTCAGTGATTGGGCATGGGGGGGGAGGGATAGATTTTGCTATTTTTTCATTACACTTGGCAGGTGCTTCTTCTATTATA
GGGGCTATTAATTTTATTACAACAATTGTAAATATGCGGTCTGTAGGGATAACTATAGAGCGGGTTCCATTATTTGTTTGATCT
GTTCTCATTACTGCTATCTTGTTGTTGCTATCTTTACCGGTGTTAGCTGGGGCTATCACTATATTATTGACTGACCGGAATTTTA
ATACCTCATTTTTTGACCCAGCAGGGGGAGGAGACCCTATTTTATTTCAACATCTGTTT

Appendix 1, Page | 2



Environmental Science

Ala Cran

>Aname_Phoenix0055-T155078
TGATCGGCTATGGTTGGAACTGCTATAGAGTGATTGTACGGACGGAGTTAGGGCAAGTTGGGAGATTGCTGGGTGATGATC
ATCTTTATAATGTAATTGTAACTGCTCATGCCTTAGTTATGATTTTTTTTATAGTAATACCTATTATAATTGGTGGTTTTGGAAA
TTGGTTGGTGCCCTTAATGTTGGGTGCGCCCGATATGGCGTTTCCACGTATGAATAATTTGAGTTTTTGGTTATTACCTCCTTC
TTTATTTATGTTGATTATGTCTTCTTTAAGAGATGTGGGAGTAGGGGCAGGGTGAACGATTTATCCTCCTTTATCATCAGTGTT
AGGTCATGGGGGTACGGGGATGGATTTAGCAATTTTCTCTTTACATTTGGCGGGGGCGTCGTCAATTATGGGGGCTATTAAT
TTTATTTCTACTATTTTAAATATACGTTCTTGGGGAATAATTATGGAGCGGGTTCCTTTATTTGTATGGTCAGTATTAATTACTG
CTGTATTATTATTGTTATCTCTTCCTGTGTTAGCAGGGGCTATCACAATATTGTTAACTGATCGAAATTTTAATACTTCTTITTTT
GATCCTGCCGGGGGTGGGGATCCTATTTTATTTCAACATTTATTT

>Aname_Phoenix0055-T155085
GTATTTGGAGTGTGATCGGCCATGGTTGGGACTGCCATGAGAGTGATTGTACGGACAGAGTTGGGGCAGGTTGGGAGATTA
TTAGGTGATGATCATCTTTATAATGTTATTGTAACTGCCCATGCTTTGGTTATGATTTTTTTTATAGTGATACCTATCATAATTG
GTGGTTTTGGGAATTGGTTGGTGCCTTTAATGTTGGGTGCACCCGATATAGCGTTTCCTCGAATAAATAATTTGAGTTTTTGA
TTATTACCTCCCTCTTTATTTATGTTGATTATGTCTTCTTTAAGAGATGTTGGAGTGGGGGCAGGGTGAACAATTTATCCTCCTT
TATCATCTATGTTAGGTCACGGAGGTACGGGGATGGATCTAGCTATTTTTTCTTTGCATTTGGCGGGGGCATCATCAATTATG
GGGGCTATTAATTTTATTTCTACTATTTTAAATATGCGTTCTTGTGGAATGGTTATGGAGCGGGTTCCCTTATTTGTGTGGTCA
GTACTAATTACTGCTGTATTATTATTATTGTCTCTTCCTGTGTTAGCAGGAGCTATTACAATGTTATTAACTGATCGTAATTTTA
ATACTTCTTTTTTTGACCCTGCTGGGGGAGGGGATCCCATTTTATTTCAACATTTATTT

>Aname_Phoenix0055-T155098
GTATTTGGGGTGTGATCGGCCATGGTTGGAACTGCTATAAGAGTGATTGTACGGACGGAGTTAGGGCAAGTTGGGAGATTG
CTGGGTGATGATCATCTTTATAATGTAATTGTAACTGCTCATGCTTTAGTTATGATTTTTTTTATAGTAATACCTATTATAATTG
GTGGTTTTGGAAATTGGTTGGTGCCCTTAATGTTGGGTGCGCCCGATATGGCGTTTCCACGTATGAATAATTTGAGTTTTTGG
TTATTACCTCCTTCTTTATTTATGTTGATTATGTCTTCTTTAAGAGATGTGGGAGTAGGGGCAGGGTGAACGATTTATCCTCCT
TTATCATCAGTGTTAGGTCATGGGGGTACGGGGATGGATTTAGCTATTTTCTCTTTACATTITGGCGGGGGCGTCGTCAATTAT
GGGGGCTATTAATTTTATTTCTACTATTTTAAATATACGTTCTTGGGGAATAATTATGGAGCGGGTTCCTTTATTTGTATGGTC
AGTATTAATTACTGCTGTATTATTATTGTTATCTCTTCCTGTGTTAGCAGGGGCTATCACAATATTGTTAACTGATCGAAATTTT
AATACTTCTTTTTTTGATCCTGCCGGGGGTGGGGATCCTATTTTATTTCAACATTTATTT

>Aname_Phoenix0055-T155105
GTATTTGGAGTGTGATCGGCCATGGTTGGGACTGCCATGAGAGTGATTGTACGGACAGAGTTGGGGCAGGTTGGGAGATTA
TTAGGTGATGATCATCTTTATAATGTTATTGTAACTGCCCATGCTTTGGTTATGATTTTTTTTATAGTGATACCTATCATAATTG
GTGGTTTTGGGAATTGGTTGGTGCCTTTAATGTTGGGTGCACCCGATATAGCGTTTCCTCGAATAAATAATTTGAGTTTTTGA
TTATTACCTCCCTCTTTATTTATGTTGATTATGTCTTCTTTAAGAGATGTTGGAGTGGGGGCAGGGTGAACAATTTATCCTCCTT
TATCATCTATGTTAGGTCACGGAGGTACGGGGATGGATCTAGCTATTTTTTCTTTGCATTTGGCGGGGGCATCATCAATTATG
GGGGCTATTAATTTTATTTCTACTATTTTAAATATGCGTTCTTGTGGAATGGTTATGGAGCGGGTTCCCTTATTTGTGTGGTCA
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GTACTAATTACTGCTGTATTATTATTATTGTCTCTTCCTGTGTTAGCAGGAGCTATTACAATGTTATTAACTGATCGTAATTTTA
ATACTTCTTTTTTTGACCCTGCTGGGGGAGGGGATCCCATTTATTTCAACATTTATTT

>Aname_Phoenix0055-T155109
GTATTTGGAGTGTGATCGGCCATGGTTGGGACTGCCATGAGAGTGATTGTACGGACAGAGTTGGGGCAGGTTGGGAGATTA
TTAGGTGATGATCATCTTTATAATGTTATTGTAACTGCCCATGCTTTGGTTATGATTTTTTTTATAGTGATACCTATCATAATTG
GTGGTTTTGGGAATTGGTTGGTGCCTTTAATGTTGGGTGCACCCGATATAGCGTTTCCTCGAATAAATAATTTGAGTTTTTGA
TTATTACCTCCCTCTTTATTTATGTTGATTATGTCTTCTTTAAGAGATGTTGGAGTGGGGGCAGGGTGAACAATTTATCCTCCTT
TATCATCTATGTTAGGTCACGGAGGTACGGGGATGGATCTAGCTATTTTTTCTTTGCATTTGGCGGGGGCATCATCAATTATG
GGGGCTATTAATTTTATTTCTACTATTTTAAATATGCGTTCTTGTGGAATGGTTATGGAGCGGGTTCCCTTATTTGTGTGGTCA
GTACTAATTACTGCTGTATTATTATTATTGTCTCTTCCTGTGTTAGCAGGAGCTATTACAATGTTATTAACTGATCGTAATTITTA
ATACTTCTTTTTTTGACCCTGCTGGGGGAGGGGATCCCATTTTATTTCAACATTTATTT

>Aname_Phoenix0055-T155110
TGATCGGCCATGGTTGGGACTGCCATGAGAGTGATTGTACGGACAGAGTTGGGGCAGGTTGGGAGATTATTAGGTGATGAT
CATCTTTATAATGTTATTGTAACTGCCCATGCTTTGGTTATGATTTTTTTTATAGTGATACCTATCATAATTGGTGGTTTTGGGA
ATTGGTTGGTGCCTTTAATGTTGGGTGCACCCGATATAGCGTTTCCTCGAATAAATAATTTGAGTTTTTGATTATTACCTCCCT
CTTTATTTATGTTGATTATGTCTTCTTTAAGAGATGTTGGAGTGGGGGCAGGGTGAACAATTTATCCTCCTTTATCATCTATGT
TAGGTCACGGAGGTACGGGGATGGATCTAGCTATTTTTTCTTTGCATTTGGCGGGGGCATCATCAATTATGGGGGCTATTAA
TTTTATTTCTACTATTTTAAATATGCGTTCTTGTGGAATGGTTATGGAGCGGGTTCCCTTATTTGTGTGGTCAGTACTAATTACT
GCTGTATTATTATTATTGTCTCTTCCTGTGTTAGCAGGAGCTATTACAATGTTATTAACTGATCGTAATTTTAATACTTCTTTTTT
TGACCCTGCTGGGGGAGGGGATCCCATTTTATTTCAACATTTATTT

>Barychellidae-AES230064
TTTGGGGTGTGGTCTTCAATAGTTGGGACAGCAATAAGAGTAATAGTTCGAACAGAATTAGGACAAGTAGGAAGATTGTTA
GGAGATGACCATTTATATAATGTTTTAGTTACAGCTCATGCTTTAATTATAATTTTTITTTATAGTAATACCAATTTTAATTGGAG
GGTTTGGAAATTGATTATTACCTTTAATGTTAGGGGCACCTGATATAGCTTTTCCTCGGATGAATAATCTTAGTTTTTGGTTGT
TACCCCCTTCTTTTTTTTTATTGATTTTGTCTTCAATGGTTGATACTGGTGTTGGGGCTGGGTGAACTATTTATCCCCCTTTGTCT
TCTAGAGTTGGGCATTCTGGGGGAGGAATAGATTTTGCTATTTTTTCTTTACATTTAGCTGGCGCATCTTCAATTATAGGTTCA
ATTAATTTTATTTCTACTGTGATTAATATGCGTTCTTCTGGAATAAAAATAGAACGCGTACCTTTATTTGTTTGGTCAGTATTAG
TTACTACGATATTACTTTTATTGTCTTTACCAGTGTTAGCTGGAGCAATTACAATATTATTGACTGATCGAAACTTTAATACTTC
TTTTTTTGATCCTGCTGGGGGTGGAGATCCTATTTTATTTCAGCATTTA

>ldiosoma_MW1-AES230052

TTAGGTGTGTGGTCGGCTATATTTGGAACAGCGATAGAGTGATGATTCGGACGGAGTTGGGTCAAGTAGGAAGACTTTTAG
GGGATGATCATTTGTATAATGTGGTAGTTACGGTTCATGCTTTAGTTATGATTTTCTTTATAGTAATACCTATTATGATTGGAG
GGTTTGGGAATTGATTAATTCCTTTGATATTAGGTGCACCTGATATGGCTTTCCCTCGTATAAATAATTTGAGATTTTGATTGC
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TGCCTCCTTCTTTGTTTTTTTTGATGGTGTCTTCGTTGATTGAGGTAGGGGTTGGGGCTGGATGAACTATTTATCCTCCATTATC
TTCGAGTGTGGGGCACGGGGGTGGAGGAATGGATTTTGTTGTTTTTTCTTTACATITGGCGGGTGCGTCTTCGATTATAGGA
GCTATTAATTTTATTTCTACTATTGTGAATATGCGGGTTGTGGGGATGGAGTTTGAGCGTGTTCCATTATTTGTGTGGTCAGT
GATGGTGACTGCTGTGCTATTATTGTTATCTCTTCCTGTATTGGCTGGGGCTATTACTATGTTGCTGACGGATCGTAATTTTAA
TACTTCTTTTTTTGACCCGGCTGGTGGAGGGGATCCTGTGTTATTTCAGCATTTA

>ldiosoma_MW1-AES230063
TTAGGTGTGTGGTCGGCTATATTITGGAACAGCGATAAGAGTGATGATTCGGACGGAGTTGGGTCAAGTAGGAAGACTTTTA
GGGGATGATCATTTGTATAATGTGGTAGTTACGGTTCATGCTTTAGTTATGATTTTCTTTATAGTAATACCTATTATGATTGGA
GGGTTTGGGAATTGATTAATTCCTTTGATATTAGGTGCACCTGATATGGCTTTCCCTCGTATAAATAATTTGAGATTTTGATTG
TTGCCTCCTTCTTTGTTTTTTITTIGATGGTGTCTTCGTTGATTGAGGTAGGGGTTGGGGCTGGATGAACTATTTATCCTCCATTAT
CTTCGAGTGTGGGGCACGGGGGTGGAGGAATGGATTTTGTTGTTTTTTCTTTACATTTGGCGGGTGCGTCTTCGATTATAGG
AGCTATTAATTTTATTTCTACTATTGTGAATATGCGGGTTGTGGGGATGGAGTTTGAGCGTGTTCCATTATTTGTGTGGTCAGT
GATGGTGACTGCTGTGCTATTATTGTTATCTCTTCCTGTATTGGCTGGGGCTATTACTATGTTGCTGACGGATCGTAATTTTAA
TACTTCTTTTTTTGACCCGGCTGGTGGAGGGGATCCTGTGTTATTTCAGCATTTA

>ldiosoma_MW2-AES230056
TTGGGTGTGTGGTCAGCTATATTTGGGACAGCGATAAGAGTGATGATTCGTACAGAGTTAGGTCAGGTTGGGAGACTTTTAG
GGGATGACCATTTATATAATGTGGTAGTTACAGTTCATGCTTTAGTTATGATTTTTTTTATAGTTATGCCTATTATAATTGGGG
GGTTTGGGAATTGATTGATTCCTTTGATATTGGGTGCGCCTGATATGGCTTTTCCTCGTATGAATAATTTGAGATTTTGATTGT
TACCTCCTTCTTTGTTTTTTTITGATAGTGTCTTCATTGATTGAGGTGGGAGTTGGGGCTGGATGGACTATTTATCCTCCATTGTC
TTCGAATGTGGGGCATGGGGGGGGAGGAATGGATTTTGTTATTTTTTCTTTACATTTAGCTGGTGCGTCTTCGATTATAGGCG
CTATTAATTTTATTTCTACTATTGTGAATATACGGGTTGTGGGAATAGAGTTTGAGCGTGTTCCTCTATTTGTGTGGTCGGTGA
TGGTTACTGCTATATTGTTATTGTTGTCTCTTCCCGTGTTAGCTGGGGCTATTACTATGTTGCTGACAGATCGTAATTTTAATAC
TTCTTTTTTTGACCCGGCTGGTGGGGGGGATCCCGTGTTATTTCAGCATTTA

>ldiosoma_MW2-T136168
GGGTGTGTGGTCAGCTATATTTGGGACAGCGATTAGAGTGATGATTCGGACAGAGTTAGGTCAAGTTGGTAGACTTTTAGG
GGATGATCATTTATATAATGTGGTAGTTACGGTTCATGCTTTAGTTATGATTTTTTTTATAGTTATGCCTATCATAATTGGGGG
GTTTGGGAATTGATTGATTCCTTTGATATTGGGTGCGCCTGATATGGCTTTTCCTCGTATAAATAACTTGAGATTTTGATTGTT
ACCTCCTTCTTTGTTTTTTTTGATAGTGTCTTCATTGATTGAGGTAGGGGTTGGGGCTGGATGGACTATTTATCCTCCGTTGTCT
TCGAATGTAGGGCATGGGGGGGGAGGAATGGATTTTGTTGTTTTTTCTTTACATITAGCTGGTGCGTCTTCGATTATAGGGG
CTATTAATTTTATTTCTACTATTGTGAATATACGGGTTATGGGAATAGAGTTTGAGCGTGTTCCTTTATTTGTGTGGTCGGTGA
TGGTTACTGCTGTATTGTTATTGTTGTCTCTTCCCGTGTTAGCTGGGGCTATTACTATATTGCTGACGGATCGTAATTTCAATAC
TTCTTTTTTTGACCCGGCTGGTGGGGGGGATCCTGTGTTATTTCA
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>ldiosoma_MW2-T136169
GGGTGTGTGGTTAGCTATATTTGGGACAGCGATTAGAGTGATGATTCGGACAGAGTTAGGTCAAGTTGGTAGACTTTTAGG
GGATGATCATTTATATAATGTGGTAGTTACGGTCCATGCNTTAGTTATGATTTTTTTTATAGTTATGCCTATTATAATTGGGGG
GTTTGGGAATTGATTGATTCCTTTGATATTGGGTGCGCCTGATATGGCTTTTCCTCGTATAAATAACTTGAGATTTTGATTGTT
ACCTCCTTCTTTGTTTTTTTTGATAGTGTCTTCATTGATTGAGGTAGGGGTTGGGGCTGGATGGACTATTTATCCTCCGTTGTCT
TCGAATGTGGGGCATGGGGGGGGAGGAATGGATTTTGTTGTTTTTTCTTTACATTTAGCTGGTGCGTCTTCGATTATAGGGG
CTATTAATTTTATTTCTACTATTGTGAATATACGGGTTATGGGAATAGAGTTTGAGCGTGTTCCTTTATTTGTGTGGTCGGTGA
TGATTACTGCTGTATTGTTATTGTTGTCTCTTCCCGTGTTAGCTGGGGCTATTACTATATTGCTGACGGATCGTAATTTTAATAC
TTCTTTTTTTGACCCGGCTGGTGGGGGGGATCCTGTGTTATTTCA

>ldiosoma_MYG256-T110340
GGTCAGCTATATTTGGAACGGCAATAAGAGTTATAATTCGGACGGAGTTAGGCCAAGTTGGGAGACTTTTAGGGAATGATC
ATTTGTACAATGTGGTAGTTACAGTTCATGCTTTAGTTATGATTTTTTTTATAGTGATACCGATTATGATTGGGGGGTTTGGAA
ATTGATTGATTCCTTTGATGTTAGGTGCACCTGATATGGCGTTTCCTCGTATGAATAATCTGAGATTTTGATTATTACCTCCTTC
TTTGTTTTTTTTAATGGTGTCTTCATTGATTGAAGTAGGGGTTGGGGCTGGATGAACTATTTATCCTCCATTGTCTTCTGGAAT
TGGGCATAGAGGGGGGGGGATGGATTTTGTTGTTTTTTCTTTACATTTGGCGGGGGCTTCTTCTATTATGGGAGCTATTAATT
TTATTTCTACTATTGTAAATATGCGGGTTGTGGGAATGGANTTTGAGCATGTACCCCTATTTGTGTGGTCGGTGATGGTGACT
GCTGTGTTGTTATTGTTGTCTCTTCCTGTATTGGCTGGAGCTATTACTATATTGTTGGCTGACCGTAATTTTAATACTTCTTTTTT
TGACCCGGCTGGTGGTGGGGATCCTGTATTATTTCAACATTTATT

>ldiosoma_MYG256-T110346
GTGGTCAGCTATATTTGGAACGGCAATNAGAGTTATAATTCGGACGGAGTTAGGCCAAGTTGGGAGACTTTTAGGGAATGA
TCATTTGTACAATGTGGTAGTTACAGTTCATGCTTTAGTTATGATTTTTTTITATAGTGATACCGATTATGATTGGGGGGTTTGG
AAATTGATTGATTCCTTTGATGTTAGGTGCACCTGATATGGCGTTTCCTCGTATGAATAATCTGAGATTTTGATTATTACCTCCT
TCTTTGTTTTTTTTAATGGTGTCTTCATTGATTGAAGTAGGGGTTGGGGCTGGATGAACTATTTATCCTCCATTGTCTTCTGGA
ATTGGGCATAGAGGGGGGGGGATGGATTTTGTTGTTTTTTCTTTACATTITGGCGGGGGCTTCTTCTATTATGGGAGCTATTAA
TTTTATTTCTACTATTGTAAATATGCGGGTTGTGGGAATGGAGTTTGAGCATGTACCCCTATTTGTGTGGTCGGTGATGGTGA
CTGCTGTGTTGTTATTGTTGTCTCTTCCTGTATTGGCTGGAGCTATTACTATATTGTTGGCTGACCGTAATTTTAATACTTCTTTT
TTTGACCCGGCTGGTGGTGGGGATCCTGTATTATTTCAAC

>ldiosoma_MYG256-T110347
ATTAGAGTTATAATTCGGACGGAGTTAGGCCAAGTTGGGAGACTTTTAGGGAATGATCATTTGTACAATGTGGTAGTTACAG
TTCATGCNTTAGTTATGATTTTTTTTATAGTGATACCGATTATGATTGGGGGGTTTGGAAATTGATTGATTCCTTTGATGTTAG
GTGCACCTGATATGGCGTTTCCTCGTATGAATAATCTGAGATTTTGATTATTACCTCCTTCTTTGTTTTTTTTAATGGTGTCTTCA
TTGATTGAAGTAGGGGTTGGGGCTGGATGAACTATTTATCCTCCATTGTCTTCTGGAATTGGGCATAGAGGGGGGGGGATG
GATTTTGTTGTTTTTTCTTTACATTTGGCGGGGGCTTCTTCTATTATGGGAGCTATTAATTTTATTTCTACTATTGTAAATATGC
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GGGTTGTGGGAATGGAGTTTGAGCATGTACCCCTATTTGTGTGGTCGGTGATGGTGACTGCTGTGTTGTTATTGTTGTCTCTT
CCTGTATTGGCTGGAGCTATTACTATATTGTTGGCTGACCGTAATTTTAATACTTCTTTTTTTGACCCG

>ldiosoma_MYG256-T110349
GGTGTGTGGTCAGCTATATTTGGAACGGCAATAAGAGTTATAATTCGGACGGAGTTAGGCCAAGTTGGGAGACTTTTAGGG
AATGATCATTTGTACAATGTGGTAGTTACAGTTCATGCTTTAGTTATGATTTTTTTTATAGTGATACCGATTATGATTGGGGGG
TTTGGAAATTGATTGATTCCTTTGATGTTAGGTGCACCTGATATGGCGTTTCCTCGTATGAATAATCTGAGATTTTGATTATTA
CCTCCTTCTTTGTTTTTTTTAATGGTGTCTTCATTGATTGAAGTAGGGGTTGGGGCTGGATGAACTATTTATCCTCCATTGTCTT
CTGGAATTGGGCATAGAGGGGGGGGGATGGATTTTGTTGTTTTTTCTTTACATTTGGCGGGGGCTTCTTCTATTATGGGAGC
TATTAATTTTATTTCTACTATTGTAAATATGCGGGTTGTGGGAATGGAGTTTGAGCATGTACCCCTATTTGTGTGGTCGGTGAT
GGTGACTGCTGTGTTGTTATTGTTGTCTCTTCCTGTATTGGCTGGAGCTATTACTATATTGTTGGCTGACCGTAATTTTAATACT
TCTTTTTTTGACCCGGCTGGTGGTGGGGATCCTGTATTATTTCAAC

>ldiosoma_MYG721-T151182
TGTTTTAGGTGTGTGATCAGCGATATTTGGTACTGCTATAAGAGTGATGATTCGGACGGAGTTGGGACAGGTTGGGAGACTT
TTGGGAGATGATCATTTGTATAATGTAGTAGTGACTGTTCATGCTTTAGTAATGATTTTTTTTATAGTAATGCCAATTATAATT
GGAGGATTTGGGAATTGGTTGGTTCCTTTGATATTAGGTTCGCCTGATATGGCTTTTCCTCGAATAAATAATTTGAGATTTTG
ATTATTACCTCCTTCTTTGTTTTTTTTGATGGTTTCTTCCTTAATTGAGGTTGGAGTGGGGGCTGGTTGAACTATTTATCCTCCA
TTGTCTTCGGGTGTTGGCCATAGAGGTGGGGGGATAGATTTTGTTATTTTTTCTTTACATTTAGCGGGTGCTTCTTCAATTATG
GGAGCTATTAATTTTATTTCTACTGTAATTAATATGCGGACTAGGGGGATAGAGTTTGAACGTGTACCTTTGTTTGTGTGGTC
GGTGATGGTGACTGCTGTTTTATTATTGTTGTCTCTTCCTGTATTGGCTGGGGCGATTACTATATTATTGACTGATCGAAATTT
TAATACTTCTTTTTTCGATCCTGCTGGGGGTGGAGATCCTGTGTTATTTCAGCATTTATT

>ldiosoma_MYG721-T151183
TGTTTTAGGTGTGTGATCAGCGATATTTGGTACTGCTATAGAGTGATGATTCGGACGGAGTTGGGACAGGTTGGGAGACTTT
TGGGAGATGATCATTTGTATAATGTAGTAGTGACTGTTCATGCTTTAGTAATGATTTTTTTTATAGTAATGCCAATTATAATTG
GAGGATTTGGGAATTGGTTGGTTCCTTTGATATTAGGTTCGCCTGATATGGCTTTTCCTCGAATAAATAATTTGAGATTTTGAT
TATTACCTCCTTCTTTGTTTTTTTTGATGGTTTCTTCCTTAATTGAGGTTGGAGTGGGGGCTGGTTGAACTATTTATCCTCCATT
GTCTTCGGGTGTTGGCCATAGAGGTGGGGGGATAGATTTTGTTATTTTTTCTTTACATTTAGCGGGTGCTTCTTCAATTATGG
GAGCTATTAATTTTATTTCTACTGTAATTAATATGCGGACTAGGGGGATAGAGTTTGAACGTGTACCTTTGTTTGTGTGGTCG
GTGATGGTGACTGCTGTTTTATTATTGTTGTCTCTTCCTGTATTGGCTGGGGCGATTACTATATTATTGACTGATCGAAATTTT
AATACTTCTTTTTTCGATCCTGCTGGGGGTGGAGATCCTGTGTTATTTCAGCATTTATT

>ldiosoma_MYG722-AES230042

TTAGGAGTGTGGTCAGCTATGTTTGGGACTGCAATAAGAGTAATAATTCGAACAGAGTTGGGTCAAGTGGGGAGACTTTTG
GGAGATGATCATTTGTATAATGTAGTAGTTACAGTTCATGCTTTGGTTATGATTTTTTTTATGGTGATGCCTATTATAATTGGG
GGGTTTGGGAATTGGTTGGTTCCTTTGATATTGGGTGCTCCGGACATGGCGTTTCCTCGAATAAATAATTTGAGATTTTGGTT
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GTTGCCTCCTTCTTTATTTTTTCTAGTGGTTTCTTCTTTGATTGAAGTTGGAGTTGGGGCAGGGTGAACTATTTATCCTCCGTTG
TCTTCTAGTGTTGGTCATAGAGGAAGAGGAATGGATTTTGTTGTTTTTTCTTTACATTTAGCTGGAGCTTCTTCAATTATAGGA
GCTATCAATTTTATTTCAACTATTGTTAATATGCGGGTTATGGGGATGAAAATGGAGTATGTTTCTTTGTTTGTTTGGTCTGTG

ATGGTGACTGCTGTTTTGTTGTTGTTATCGCTTCCTGTGTTAGCTGGGGCTATTACTATATTGTTGACTGATCGTAATTTTAATA
CTTCCTTCTTTGACCCGGCTGGTGGGGGTGATCCTGTTTTGTTTCAGCATTTA

>ldiosoma_MYG722-AES230043
TAGGAGTGTGGTCAGCTATGTTTGGGACTGCAATAAGAGTAATAATTCGAACAGAGTTGGGTCAAGTGGGGAGACTTTTGG
GAGATGATCATTTGTATAATGTAGTAGTAACAGTTCATGCTTTGGTTATGATTTTTTTTATGGTGATGCCTATTATAATTGGGG
GGTTTGGGAATTGGTTGGTTCCTTTGATATTGGGTGCTCCGGACATGGCGTTTCCTCGAATAAATAATTTGAGATTTTGGTTG
TTGCCTCCTTCTTTATTTTTTCTAGTGGTTTCTTCTTTGATTGAAGTTGGAGTTGGGGCAGGGTGAACTATTTATCCTCCGTTGT
CTTCTAGTGTTGGTCATAGAGGAAGAGGAATGGATTTTGTTGTTTTTTCTTTACATTTAGCTGGAGCTTCTTCAATTATAGGAG
CTATCAATTTTATTTCAACTATTGTTAATATGCGGGTTATGGGAATGAAAATGGAGTATGTTTCTTTGTTTGTTTGGTCTGTGA
TGGTGACTGCTGTTTTGTTGTTGTTATCGCTTCCTGTGTTAGCTGGGGCTATTACTATATTGTTGACTGATCGTAATTTTAATAC
TTCCTTCTTTGACCCGGCTGGTGGGGGTGATCCTGTTTTGTTTCAGCATTTA

>ldiosoma_MYG722-AES230045
GGTCAGCTATGTTTGGGACTGCAATAAGAGTAATGATTCGAACAGAGTTGGGTCAAGTGGGGAGACTTTTGGGAGATGATC
ATTTGTATAATGTAGTAGTAACAGTTCATGCTTTGGTTATGATTTTTTTTATGGTGATGCCTATTATAATTGGGGGGTTTGGGA
ATTGGTTGGTTCCTTTGATATTGGGTGCTCCGGACATGGCGTTTCCTCGAATAAATAATTTGAGATTTTGGTTGTTGCCTCCTT
CTTTATTTTTTCTAGTGGTTTCTTCTTTGATTGAAGTTGGAGTTGGGGCAGGGTGAACTATTTATCCTCCGTTGTCTTCTAGTGT
TGGTCATAGAGGAAGAGGAATGGATTTTGTTGTTTTTTCTTTACATTTAGCTGGAGCTTCTTCAATTATAGGAGCTATCAATTT
TATTTCAACTATTGTTAATATGCGGGTTATGGGGATGAAAATGGAGTATGTTTCTTTGTTTGTTTGGTCTGTGATGGTGACTG
CTGTTTTGTTGTTGTTATCGCTTCCTGTGTTAGCTGGGGCTATTACTATATTGTTGACTGATCGTAATTTTAATACTTCCTTCTTT
GACCCGGCTGGTGGGGGTGATCCTGTTTTGTTTCAGCATTTA

>ldiosoma_MYG722-AES230046
TTAGGAGTGTGGTCAGCTATGTTTGGGACTGCAATAAGAGTAATAATTCGAACAGAGTTGGGTCAAGTGGGGAGACTTTTG
GGAGATGATCATTTGTATAATGTAGTAGTTACAGTTCATGCTTTGGTTATGATTTTTTTTATGGTGATGCCTATTATAATTGGG
GGGTTTGGGAATTGGTTGGTTCCTTTGATATTGGGTGCTCCGGACATGGCGTTTCCTCGAATAAATAATTTGAGATTTTGGTT
GTTGCCTCCTTCTTTATTTTTTCTAGTGGTTTCTTCTTTGATTGAAGTTGGAGTTGGGGCAGGGTGAACTATTTATCCTCCGTTG
TCTTCTAGTGTTGGTCATAGAGGAAGAGGAATGGATTTTGTTGTTTTTTCTTTACATTTAGCTGGAGCTTCTTCAATTATAGGA
GCTATCAATTTTATTTCAACTATTGTTAATATGCGGGTTATGGGGATGAAAATGGAGTATGTTTCTTTGTTTGTTTGGTCTGTG
ATGGTGACTGCTATTTTGTTGTTGTTATCGCTTCCTGTGTTAGCTGGGGCTATTACTATATTGTTGACTGATCGTAATTTTAATA
CTTCCTTCTTTGACCCGGCTGGTGGGGGTGATCCTGTTTTGTTTCAGCATTTA
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>ldiosoma_MYG722-AES230047
TTAGGAGTGTGGTCAGCTATGTTTGGGACTGCAATAAGAGTAATAATTCGAACAGAGTTGGGTCAAGTGGGGAGACTTTTG
GGAGATGATCATTTGTATAATGTAGTAGTTACAGTTCATGCTTTGGTTATGATTTTTTTTATGGTGATGCCTATTATAATTGGG
GGGTTTGGGAATTGGTTGGTTCCTTTGATATTGGGTGCTCCGGACATGGCGTTTCCTCGAATAAATAATTTGAGATTTTGGTT
GTTGCCTCCTTCTTTATTTTTTCTAGTAGTTTCTTCTTTGATTGAAGTTGGAGTTGGGGCAGGGTGAACTATTTATCCTCCGTTG
TCTTCTAGTGTTGGTCATAGAGGAAGAGGAATGGATTTTGTTGTTTTTTCTTTACATTTAGCTGGAGCTTCTTCAATTATAGGA
GCTATCAATTTTATTTCAACTATTGTTAATATACGGGTTATGGGGATGAAAATGGAGTATGTTTCTTTGTTTGTTTGGTCTGTG
ATGGTGACTGCTGTTTTGTTGTTGTTATCGCTTCCTGTGTTAGCTGGGGCTATTACTATATTGTTGACTGATCGTAATTTTAATA
CTTCCTTCTTTGACCCGGCTGGTGGGGGTGATCCTGTTTTGTTTCAGCATTTA

>ldiosoma_MYG722-AES230049

TTAGGAGTGTGGTCAGCTATGTTTGGGACTGCAATAAGAGTAATAATTCGAACAGAGTTGGGTCAAGTGGGGAGACTTTTG
GGAGATGATCATTTGTATAATGTAGTAGTTACAGTTCATGCTTTGGTTATGATTTTTTTTATGGTGATGCCTATTATAATTGGG
GGGTTTGGGAATTGGTTGGTTCCTTTGATATTGGGTGCTCCGGACATGGCGTTTCCTCGAATAAATAATTTGAGATTTTGGTT
GTTGCCTCCTTCTTTATTTTTTCTAGTGGTTTCTTCTTTGATTGAAGTTGGAGTTGGGGCAGGGTGAACTATTTATCCTCCGTTG
TCTTCTAGTGTTGGTCATAGAGGAAGAGGAATGGATTTTGTTGTTTTTTCTTTACATTTAGCTGGAGCTTCTTCAATTATAGGA
GCTATCAATTTTATTTCAACTATTGTTAATATGCGGGTTATGGGGATGAAAATGGAGTATGTTTCTTTGTTTGTTTGGTCTGTG
ATGGTGACTGCTGTTTTGTTGTTGTTATCGCTTCCTGTGTTAGCTGGGGCTATTACTATATTGTTGACTGATCGTAATTTTAATA
CTTCCTTCTTTGACCCGGCTGGTGGGGGTGATCCTGTTTTGTTTCAGCATTTA

>ldiosoma_MYG722-AES230053

TAGGAGTGTGGTCAGCTATGTTTGGGACTGCAATAAGAGTAATAATTCGAACAGAGTTGGGTCAAGTGGGGAGACTTTTGG

GAGATGATCATTTGTATAATGTAGTAGTAACAGTTCATGCTTTGGTTATGATTTTTTTTATGGTGATGCCTATTATAATTGGGG
GGTTTGGGAATTGGTTGGTTCCTTTGATATTGGGTGCTCCGGACATGGCGTTTCCTCGAATAAATAATTTGAGATTTTGGTTG

TTGCCTCCTTCTTTATTTTTTCTAGTGGTTTCTTCTTTGATTGAAGTTGGAGTTGGGGCAGGGTGAACTATTTATCCTCCGTTGT
CTTCTAGTGTTGGTCATAGAGGAAGAGGAATGGATTTTGTTGTTTTTTCTTTACATTTAGCTGGAGCTTCTTCAATTATAGGAG
CTATCAATTTTATTTCAACTATTGTTAATATGCGGGTTATGGGGATGAAAATGGAGTATGTTTCTTTGTTTGTTTGGTCTGTGA

TGGTGACTGCTGTTTTGTTGTTGTTATCGCTTCCTGTGTTAGCTGGGGCTATTACTATATTGTTGACTGATCGTAATTTTAATAC
TTCCTTCTTTGACCCGGCTGGTGGGGGTGATCCTGTTTTGTTTCAGCATTTA

>ldiosoma_MYG722-AES230057

TTAGGAGTGTGGTCAGCTATGTTTGGGACTGCAATAAGAGTAATAATTCGAACAGAGTTGGGTCAAGTGGGGAGACTTTTG
GGAGATGATCATTTGTATAATGTAGTAGTTACAGTTCATGCTTTGGTTATGATTTTTTTTATGGTGATGCCTATTATAATTGGG
GGGTTTGGGAATTGGTTGGTTCCTTTGATATTGGGTGCTCCGGACATGGCGTTTCCTCGAATAAATAATTTGAGATTTTGGTT
GTTGCCTCCTTCTTTATTTTTTCTAGTGGTTTCTTCTTTGATTGAAGTTGGAGTTGGGGCAGGGTGAACTATTTATCCTCCGTTG
TCTTCTAGTGTTGGTCATAGAGGAAGAGGAATGGATTTTGTTGTTTTTTCTTTACATTTAGCTGGAGCTTCTTCAATTATAGGA
GCTATCAATTTTATTTCAACTATTGTTAATATACGGGTTATGGGGATGAAAATGGAGTATGTTTCTTTGTTTGTTTGATCTGTG
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ATGGTGACTGCTGTTTTGTTGTTGTTATCGCTTCCTGTGTTAGCTGGGGCTATTACTATATTGTTGACTGATCGTAATTTTAATA
CTTCCTTCTTTGACCCGGCTGGTGGGGGTGATCCTGTTTTGTTTCAGCATTTA

>ldiosoma_MYG722-AES230058
TTAGGAGTGTGGTCAGCTATGTTTGGGACTGCAATNAGAGTAATAATTCGAACAGAGTTGGGTCAAGTGGGGAGACTTTTG
GGAGATGATCATTTGTATAATGTAGTAGTAACAGTTCATGCTTTGGTTATGATTTTTTTTATGGTGATGCCTATTATAATTGGG
GGGTTTGGGAATTGGTTGGTTCCTTTGATATTGGGTGCTCCGGACATGGCGTTTCCTCGAATAAATAATTTGAGATTTTGGTT
GTTGCCTCCTTCTTTATTTITTTCTAGTGGTTTCTTCTTTGATTGAAGTTGGAGTTGGGGCAGGGTGAACTATTTATCCTCCGTTG
TCTTCTAGTGTTGGTCATAGAGGAAGAGGAATGGATTTTGTTGTTTTTTCTTTACATTTAGCTGGAGCTTCTTCAATTATAGGA
GCTATCAATTTTATTTCAACTATTGTTAATATGCGGGTTATGGGAATGAAAATGGANTATGTTTCTTTGTTTGTTTGGTCTGTG
ATGGTGACTGCTGTTTTGTTGTTGTTATCGCTTCCTGTGTTAGCTGGGGCTATTACTATATTGTTGACTGATCGTAATTTTAATA
CTTCCTTCTTTGACCCGGCTGGTGGGGGTGATCCTGTTTTGTTT

>ldiosoma_MYG722-AES230059
AGGAGTGTGGTCAGCTATGTTTGGGACTGCAATAAGAGTAATAATTCGAACAGAGTTGGGTCAAGTGGGGAGACTTTTGGG
AGATGATCATTTGTATAATGTAGTAGTTACAGTTCATGCTTTGGTTATGATTTTTTTTATGGTGATGCCTATTATAATTGGGGG
GTTTGGGAATTGGTTGGTTCCTTTGATATTGGGTGCTCCGGACATGGCGTTTCCTCGAATAAATAATTTGAGATTTTGGTTGTT
GCCTCCTTCTTTATTTTTTCTAGTGGTTTCTTCTTTGATTGAAGTTGGAGTTGGGGCAGGGTGAACTATTTATCCTCCGTTGTCT
TCTAGTGTTGGTCATAGAGGAAGAGGAATGGATTTTGTTGTTTTTTCTTTACATTTAGCTGGAGCTTCTTCAATTATAGGAGCT
ATCAATTTTATTTCAACTATTGTTAATATGCGGGTTATGGGGATGAAAATGGAGTATGTTTCTTTGTTTGTTTGGTCTGTGATG
GTGACTGCTGTTTTGTTGTTGTTATCGCTTCCTGTGTTAGCTGGGGCTATTACTATATTGTTGACTGATCGTAATTTTAATACTT
CCTTCTTTGACCCGGCTGGTGGGGGTGATCCTGTTTTGTTTCAGCATTTA

>ldiosoma_MYG722-AES230060
TAGGAGTGTGGTCAGCTATGTTTGGGACTGCAATAAGAGTAATAATTCGAACAGAGTTGGGTCAAGTGGGGAGACTTTTGG
GAGATGATCATTTGTATAATGTAGTAGTAACAGTTCATGCTTTGGTTATGATTTTTTTTATGGTGATGCCTATTATAATTGGGG
GGTTTGGGAATTGGTTGGTTCCTTTGATATTGGGTGCTCCGGACATGGCGTTTCCTCGAATAAATAATTTGAGATTTTGGTTG
TTGCCTCCTTCTTTATTTTTTCTAGTGGTTTCTTCTTTGATTGAAGTTGGAGTTGGGGCAGGGTGAACTATTTATCCTCCGTTGT
CTTCTAGTGTTGGTCATAGAGGAAGAGGAATGGATTTTGTTGTTTTTTCTTTACATTTAGCTGGAGCTTCTTCAATTATAGGAG
CTATCAATTTTATTTCAACTATTGTTAATATGCGGGTTATGGGGATGAAAATGGAGTATGTTTCTTTGTTTGTTTGGTCTGTGA
TGGTGACTGCTGTTTTGTTGTTGTTATCGCTTCCTGTGTTAGCTGGGGCTATTACTATATTGTTGACTGATCGTAATTTTAATAC
TTCCTTCTTTGACCCGGCTGGTGGGGGTGATCCTGTTTTGTTTCAGCATTTA

>ldiosoma_MYG722-AES230061

TTAGGAGTGTGGTCAGCTATGTTTGGGACTGCAATAAGAGTAATGATTCGAACAGAGTTGGGTCAAGTGGGGAGACTTTTG
GGAGATGATCATTTGTATAATGTAGTAGTAACAGTTCATGCTTTGGTTATGATTTTTTTTATGGTGATGCCTATTATAATTGGG
GGGTTTGGGAATTGGTTGGTTCCTTTGATATTGGGTGCTCCGGACATGGCGTTTCCTCGAATAAATAATTTGAGATTTTGGTT
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GTTGCCTCCTTCTTTATTTTTTCTAGTGGTTTCTTCTTTGATTGAAGTTGGAGTTGGGGCAGGGTGAACTATTTATCCTCCGTTG
TCTTCTAGTGTTGGTCATAGAGGAAGAGGAATGGATTTTGTTGTTTTTTCTTTACATTTAGCTGGAGCTTCTTCAATTATAGGA

GCTATCAATTTTATTTCAACTATTGTTAATATGCGGGTTATGGGGATGAAAATGGAGTATGTTTCTTTGTTTGTTTGGTCTGTG

ATGGTGACTGCTGTTTTGTTGTTGTTATCGCTTCCTGTGTTAGCTGGGGCTATTACTATATTGTTGACTGATCGTAATTTTAATA
CTTCCTTCTTTGACCCGGCTGGTGGGGGTGATCCTGTTTTGTTTCAGCATTTA

>ldiosoma_MYG722-AES230062
GACTTTATATCTTATTTTAGGTGTGTGGTCGGCTATATTTGGAACAGCGATAAGAGTGATGATTCGGACGGAGTTGGGTCAA
GTAGGAAGACTTTTAGGGGATGATCATTTGTATAATGTGGTAGTTACGGTTCATGCTTTAGTTATGATTTTCTTTATAGTAATA
CCTATTATGATTGGAGGGTTTGGGAATTGATTAATTCCTTTGATATTAGGTGCACCTGATATGGCTTTCCCTCGTATAAATAAT
TTGAGATTTTGATTGCTGCCTCCTTCTTTGTTTTTITITGATGGTGTCTTCGTTGATTGAGGTAGGGGTTGGGGCTGGATGAACT
ATTTATCCTCCATTATCTTCGAGTGTGGGGCACGGGGGTGGAGGAATGGATTTTGTTGTTTTTTCTTTACATTTGGCGGGTGC
GTCTTCGATTATAGGAGCTATTAATTTTATTTCTACTATTGTGAATATGCGGGTTGTGGGGATGGAGTTTGAGCGTGTTCCATT
ATTTGTGTGGTCAGTGATGGTGACTGCTGTGCTATTATTGTTATCTCTTCCTGTATTGGCTGGGGCTATTACTATGTTGCTGAC
GGATCGTAATTTTAATACTTCTTTTTTTGACCCGGCTGGTGGAGGGGATCCTGTGTTATTTCAGCATTTATTT

>ldiosoma_MYG722-T110338
GTGGTCAGCTATGTTTGGGACTGCGATCAGAGTGATAATCCGGACAGAGTTGGGTCAAGCGGGAAGACTTTTGGGAGATGA
TCATTTGTATAATGTAGTAGTTACAGTTCATGCTTTGGTTATGATTTTTTTTATGGTGATGCCTATNATAATTGGAGGGTTTGG
GAATTGGTTGGTTCCTTTGATGTTGGGGGCTCCGGATATGGCGTTTCCTCGAATAAATAATTTGAGATTTTGGTTGTTGCCTC
CTTCTTTATTTTTTCTAGTGGTTTCTTCTTTGATTGAGATTGGAGTTGGGACAGGGTGAACTATTTATCCTCCGTTGTCTTCTGG
TGTTGGTCATGGAGGAAGAGGAATAGATTTTGTTGTTTTCTCTTTGCATTTAGCTGGAGCTTCTTCAATTATAGGGGCTATTA
ATTTTATTTCAACTATTGTTAATATGCGGGTTATAGGAATGAAAATGGAGTATGTTTCTTTGTTTGTTTGATCTGTGATGGTAA
CTGCTGTTTTGTTATTGTTGTCGCTTCCTGTGTTAGCTGGAGCTATTACTATATTGTTGACTGATCGTAATTTTAATACTTCCTTC
TTTGACCCGGCTGGGGGGGGTGAGCCTGTTTTGTTTCACCATTTATT

>ldiosoma_MYG722-T136167
AGTGTGGTCAGCTATGTTTGGGACTGCAATAAGAGTAATAATTCGAACAGAGTTGGGTCAAGTGGGGAGACTTTTGGGAGA
TGATCATTTGTATAAAGTAGTAGTAACAGTTCATGCTTTGGTTATGATTTTTITTITATGGTGATGCCTATGATAATTGGGGGGTT
TGGGAATTGGTTGGTTCCTTTGATATNGGGTGCTCCGGACATGGCGTTTCCTCGAATAAATAATTTGAGATTTTGGTTGTTGC
CTCCTTCTTTATTTTTTCTAGTGGTTTCTTCTTTGATTGAAGTTGGAGTTGGGGCAGGGTGAACTATTTATCCTCCGTTGTCTTC
TAGTGTTGGTCATAGAGGAAGAGGAATGGATTTTGTTGTTTTTTCTTTACATTTAGCTGGAGCTTCTTCANTTATNGGAGCTA
TCAATTTTATTTCAACTATTGTTAATATGCGGGTTATGGGGATGAAAATGGAGTATGTTTCTTTGTTTGTTTGGTCTGTGATGG
TGACTGCTGTTTTGTTGTTGTTATCGCTTCCTGTGTTAGCTGGGGCTATTACTATATTGTTGACTGATCGTAATTTTAATACTTC
CTTCTTTGACCCGGCTGGTGGGGG
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>ldiosoma_MYG722-T136170
GGAGTGTGGTCAGCTATGTTTGGGACTGCAATAAGAGTAATAATTCGAACAGAGTTGGGTCAAGTGGGGAGACTTTTGGGA
GATGATCATTTGTATAATGTAGTAGTTACAGTTCATGCTTTGGTTATGATTTTTTTTATGGTGATGCCTATTATAATTGGGGGG
TTTGGGAATTGGTTGGTTCCTTTGATATTAGGTGCTCCGGACATGGCGTTTCCTCGAATAAATAATTTGAGATTTTGGTTGTTG
CCTCCTTCTTTATTTTTTCTAGTGGTTTCTTCTTTGATTGAAGTTGGAGTTGGGGCAGGGTGAACTATTTATCCTCCGTTGTCTT
CTAGTGTTGGTCATAGAGGAAGAGGAATGGATTTTGTTGTTTTTTCTTTACATTTAGCTGGAGCTTCTTCAATTATAGGAGCTA
TCAATTTTATTTCAACTATTGTTAATATGCGGGTTATGGGGATGAAAATGGAGTATGTTTCTTTGTTTGTTTGGTCTGTGATGG
TGACTGCTGTTTTGTTGTTGTTATCGCTTCCTGTGTTAGCTGGGGCTATTACTATATTGTTGACTGATCGTAATTTTAATACTTC
CTTCTTTGACCCGGCTGGTGGGGGTGATCCTGTTTTGTTTCAGCATTTATT

>ldiosoma_MYG722-T151179
TGATCAGCTATGTTTGGGACTGCGATAAGAGTAATGATTCGAACAGAGTTGGGTCAAGTGGGAAGACTCTTGGGAGATGAT
CATTTGTATAATGTAGTGGTTACAGTTCATGCTTTGGTTATGATTTTTTTTATGGTGATGCCTATTATAATTGGAGGGTTTGGA
AATTGGTTGGTTCCTTTGATATTAGGGGCTCCGGATATGGCGTTTCCTCGAATAAATAATTTGAGATTTTGGTTGTTGCCTCCT
TCTTTATTTTTTTTAGTGGTTTCTTCTTTGATTGAGATTGGAGTTGGGACAGGGTGAACTATTTATCCTCCGTTGTCTTCTGGTG
TTGGTCATGAAGGGAGAGGAATAGATTTTGTTGTTTTTTCTTTGCATTTAGCTGGAGCTTCTTCAATTATAGGGGCTATCAATT
TTATTTCAACTATTGTTAATATGCGGGTTATGGGAATGAAAATGGAGTGTGTTTCTTTGTTTGTTTGGTCTGTTATGGTGACTG
CTGTTTTGTTGTTGTTGTCACTTCCTGTATTGGCTGGAGCTATTACTATGTTGTTGACTGATCGTAATTTTAATACTTCCTTCTTT
GACCCGGCTGGGGGGGGTGATCCTGTTTTGTTTCAGCATTTATT

>ldiosoma_MYG722-T151180
TATTTTAGGAGTGTGATCAGCTATGTTTGGGACTGCGATAAGAGTAATGATTCGAACAGAGTTGGGTCAAGTGGGAAGACTC
TTGGGAGATGATCATTTGTATAATGTAGTGGTTACAGTTCATGCTTTGGTTATGATTTTTTTITATGGTGATGCCTATTATAATT
GGAGGGTTTGGAAATTGGTTGGTTCCTTTGATATTAGGGGCTCCGGATATGGCGTTTCCTCGAATAAATAATTTGAGATTTTG
GTTGTTGCCTCCTTCTTTATTTTTTTTAGTGGTTTCTTCTTTGATTGAGATTGGAGTTGGGACAGGGTGAACTATTTATCCTCCG
TTGTCTTCTGGTGTTGGTCATGAAGGGAGAGGAATAGATTTTGTTGTTTTTTCTTTGCATTTAGCTGGAGCTTCTTCAATTATA
GGGGCTATCAATTTTATTTCAACTATTGTTAATATGCGGGTTATGGGAATGAAAATGGAGTGTGTTTCTTTGTTTGTTTGGTCT
GTTATGGTGACTGCTGTTTTGTTGTTGTTGTCACTTCCTGTATTGGCTGGAGCTATTACTATGTTGTTGACTGATCGTAATTTTA
ATACTTCCTTCTTTGACCCGGCTGGGGGGGGTGATCCTGTTTTGTTTCAGCATTTA

>ldiosoma_MYG722-T155083
GGAGTGTGGTCAGCTATGTTTGGGACTGCGATAAGAGTGATAATCCGGACAGAGTTGGGTCAAGCGGGAAGACTTTTGGGA
GATGATCATTTGTATAATGTAGTAGTTACAGTTCATGCTTTGGTTATGATTTTTTTTATGGTGATGCCTATTATAATTGGAGGG
TTTGGGAATTGGTTGGTTCCTTTGATGTTGGGGGCTCCGGATATGGCGTTTCCTCGAATAAATAATTTGAGATTTTGGTTGTT
GCCTCCTTCTTTATTTTTTCTAGTGGTTTCTTCTTTGATTGAGATTGGAGTTGGGGCAGGGTGAACTATTTATCCTCCGTTGTCT
TCTGGTGTTGGTCATGGAGGAAGAGGAATAGATTTTGTTGTTTTCTCTTTGCATTTAGCTGGAGCTTCTTCAATTATAGGGGC
TATTAATTTTATTTCAACTATTGTTAATATGCGGGTTATAGGAATGAAAATGGAGTATGTTTCTTTGTTTGTTTGATCTGTGAT
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GGTAACTGCTGTTTTGTTATTGTTGTCGCTTCCTGTGTTAGCTGGAGCTATTACTATATTGTTGACTGATCGTAATTTTAATACT
TCCTTCTTTGACCCGGCTGGGGGGGGTGATCCTGTTTTGTTTCAGCATTTATT

>ldiosoma_MYG722-T155089
TCAGCTATGTTTGGGACTGCGATTAGAGTGATAATCCGGACAGAGTTGGGTCAAGCGGGAAGACTTTTGGGAGATGATCAT
TTGTATAATGTAGTAGTTACAGTTCATGCTTTGGTTATGATTTTTTTTATGGTGATGCCTATTATAATTGGAGGGTTTGGGAAT
TGGTTGGTTCCTTTGATGTTAGGGGCTCCGGATATGGCGTTTCCTCGAATAAATAATTTGAGATTTTGGTTGTTGCCTCCTTCT
TTATTTTTTCTAGTGGTTTCTTCTTTGATTGAGATTGGAGTTGGGGCAGGGTGAACTATTTATCCTCCGTTGTCTTCTGGTGTT
GGTCATGGAGGAAGAGGAATAGATTTTGTTGTTTTCTCTTTGCATTTAGCTGGAGCTTCTTCAATTATAGGGGCTATTAATTTT
ATTTCAACTATTGTTAATATGCGGGTTATAGGAATGAAAATGGAGTATGTTTCTTTGTTTGTTTGATCTGTGATGGTAACTGCT
GTTTTGTTATTGTTGTCGCTTCCTGTGTTAGCTGGAGCTATTACTATATTGTTGACTGATCGTAATTTTAATACTTCCTTCTTTGA
CCCGGCTGGGGGAGGTGATCCTGTTTTGTTTCAGCATTTATT

>ldiosoma_MYG722-T155108
ATTTTGGGAGTGTGGTCAGCTATGTTTGGGACTGCGATAAGAGTGATAATCCGGACAGAGTTGGGTCAAGCGGGAAGACTT
TTGGGAGATGATCATTTGTATAATGTAGTAGTTACAGTTCATGCTTTGGTTATGATTTTTTTTATGGTGATGCCTATTATAATT
GGAGGGTTTGGGAATTGGTTGGTTCCTTTGATGTTGGGGGCTCCGGATATGGCGTTTCCTCGAATAAATAATTTGAGATTTT
GGTTGTTGCCTCCTTCTTTATTTTTTCTAGTGGTTTCTTCTTTGATTGAGATTGGAGTTGGGGCAGGGTGAACTATTTATCCTCC
GTTGTCTTCTGGTGTTGGTCATGGAGGAAGAGGAATAGATTTTGTTGTTTTCTCTTTGCATTTAGCTGGAGCTTCTTCAATTAT
AGGGGCTATTAATTTTATTTCAACTATTGTTAATATGCGGGTTATAGGAATGAAAATGGAGTATGTTTCTTTGTTTGTTTGATC
TGTGATGGTAACTGCTGTTTTGTTATTGTTGTCGCTTCCTGTGTTAGCTGGAGCTATTACTATATTGTTGACTGATCGTAATTTT
AATACTTCCTTCTTTGACCCGGCTGGGGGGGGTGATCCTGTTTTGTTTCAGCATT

>ldiosoma_MYG722-T155113
TCCGGACAGAGTTGGGTCAAGCGGGAAGACTTTTGGGAGATGATCATTTGTATAAGGTAGTAGTTACAGTTCATGCTTCGGT
TATGATTTTTTTTATGGTGATGCCTATGATAATTGGAGGGTTTGGGAATTGGTTGGTTCCTTTGATGTTAGGGGCTCCGGATA
TGGCGTTTCCTCGAATAAATAATTTGAGATTTTGGTTGTTGCCTCCTTCTTTATTTTTTCTAGTGGTTTCTTCTTTGATTGAGATT
GGAGTTGGGGCAGGGTGAACTATTTATCCTCCNTTGTCTTCTGGTGTTGGTCATGGAGGAAGAGGAATAGATTTTGTTGTTT
TCTCTTTGCATTTAGCTGGAGCTTCTTCAATTATAGGGGCTATTAATTTTATTTCAACTATTGTTAATATGCGGGTTATAGGAAT
GAAAATGGAGTATGTTTCTTTGTTTGTTTGATCTGTGATGGTAACTGCTGTTTTGTTATTGTTGTCGCTTCCTGTGTTAGCTGG
AGCTATTACTATATTGTTGACTGATCGTAATTTTAATACTTCCTTCTTTGACCCGGCTGGGGGAGGTGATCCTGTTTTGTTTCAC
CATTTATT

>ldiosoma_MYG722-T156445

TTTTGGGAGTGTGGTCAGCTATGTTTGGGACTGCGATAAGAGTAATAATCCGGACAGAGTTGGGTCAAGCGGGAAGACTTT
TGGGAGATGATCATTTGTATAATGTAGTAGTTACAGTTCATGCTTTGGTTATGATTTTTTTTATGGTGATGCCTATTATAATTG
GAGGGTTTGGGAATTGGTTGGTTCCTTTGATGTTGGGGGCTCCGGACATGGCGTTTCCTCGAATAAATAATTTGAGATTTTG
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GTTGTTGCCTCCTTCTTTATTTTTTCTAGTGGTTTCTTCTTTGATTGAGATTGGAGTTGGGGCAGGGTGAACTATTTATCCTCCG
TTGTCTTCTGGTGTTGGTCATGGAGGAAGAGGAATAGATTTTGTTGTTTTCTCTTTGCATTTAGCTGGAGCTTCTTCAATTATA

GGAGCTATTAATTTTATTTCAACTATTGTTAATATGCGGGTTATAGGAATGAAAATGGAGTATGTTTCTTTGTTTGTTTGATCT

GTGATGGTAACTGCTGTTTTGTTATTGTTGTCGCTTCCTGTATTAGCTGGAGCTATTACTATATTGTTGACTGATCGTAATTTTA
ATACTTCCTTCTTTGACCCGGCTGGGGGGGGTGATCCTGTTTTGTTTCAGCATTTATT

>ldiosoma_MYG723-T151174
TGTTTTGGGTGTTTGATCGGCGATGATTGGGACAGCAATAAGATTTATTATTCGGTTGGAGTTGGGACAAGTTGGAAGATTG
TTGGGGGATGATCATTTATATAATGTGGTTGTTACAGCTCATGCTTTAGTGATGATTTTTTTTATAGTGATGCCTATTATGATT
GGGGGTTTTGGAAATTGGTTAGTTCCTTTGATGTTAGGGGCTCCGGATATGGCTTTTCCTCGGATAAATAATTTGAGATTTTG
GTTGTTACCTCCTTCTTTATTTTTTTITAATAGTGTCTTCAGTAATTGAGGTTGGTGTGGGTGCTGGGTGAACTATTTATCCTCCT
TTATCTTCAGGGGTAGGTCATAGAGGGGGAGGGATGGACTTTGTAGTGTTTTCTTTGCATTTGGCTGGGGCTTCTTCGATTAT
AGGCGCTATTAATTTTATTTCTACTATTATAAATATGCGAGCTATGGGAATGAGGTTTGAGCATGTTCCTTTGTTTGTTTGGTC
TGTAATAGTAACTACAGTGTTATTGTTGTTATCTTTACCTGTGTTGGCTGGAGCTATTACTATACTGTTGACTGATCGTAATTTT
AATACTTCCTTTTTTGATCCGGCTGGGGGGGGTGATCCTGTGTTATTTCAACACTTATT

>ldiosoma_MYG723-T151176
GTTTGATCGGCGATGATTGGGACAGCAATAAGATTTATTATTCGGTTGGAGTTGGGACAAGTTGGAAGATTGTTGGGGGAT
GATCATTTATATAATGTGGTTGTTACAGCTCATGCTTTAGTGATGATTTTTTTTATAGTGATGCCTATTATGATTGGGGGTTTT
GGAAATTGGTTAGTTCCTTTGATGTTAGGGGCTCCGGATATGGCTTTTCCTCGGATAAATAATTTGAGATTTTGGTTGTTACCT
CCTTCTTTATTTTTTTTAATAGTGTCTTCAGTAATTGAGGTTGGTGTGGGTGCTGGGTGAACTATTTATCCTCCTTTATCTTCAG
GGGTAGGTCATAGAGGGGGAGGGATGGACTTTGTAGTGTTTTCTTTGCATTTGGCTGGGGCTTCTTCGATTATAGGCGCTAT
TAATTTTATTTCTACTATTATAAATATGCGAGCTATGGGAATGAGGTTTGAGCATGTTCCTTTGTTTGTTTGGTCTGTAATAGT
AACTACAGTGTTATTGTTGTTATCTTTACCTGTGTTGGCTGGAGCTATTACTATACTGTTGACTGATCGTAATTTTAATACTTCC
TTTTTTGATCCGGCTGGGGGGGGTGATCCTGTGTTATTTCAACACTTATT

>ldiosoma_MYG723-T160697
TGTTTTGGGTGTTTGATCGGCGATGATTGGGACAGCAATAAGATTTATTATTCGGTTGGAGTTGGGACAAGTTGGAAGATTG
TTGGGGGATGATCATTTATATAATGTGGTTGTTACAGCTCATGCTTTAGTGATGATTTTTTTTATAGTGATGCCTATTATGATT
GGGGGTTTTGGAAATTGGTTAGTTCCTTTGATGTTAGGGGCTCCGGATATGGCTTTTCCTCGGATAAATAATTTGAGATTTTG
GTTGTTACCTCCTTCTTTATTTTTITTTAATAGTGTCTTCAGTAATTGAGGTTGGTGTGGGTGCTGGGTGAACTATTTATCCTCCT
TTATCTTCAGGGGTAGGTCATAGAGGGGGAGGGATGGACTTTGTAGTGTTTTCTTTGCATTTGGCTGGGGCTTCTTCGATTAT
AGGCGCTATTAATTTTATTTCTACTATTATAAATATGCGAGCTATGGGAATGAGGTTTGAGCATGTTCCTTTGTTTGTTTGGTC
TGTAATAGTAACTACAGTGTTATTGTTGTTATCTTTACCTGTGTTGGCTGGAGCTATTACTATACTGTTGACTGATCGTAATTTT
AATACTTCCTTTTTTGATCCGGCTGGGGGGGGTGATCCTGTGTTATTTCAACACTTATT
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>ldiosoma_sp1-T110327
GATTTTTGGGGTGTGGTCTGCAATAGTAGGAACAGCTATAGAGTTATTGTTCGTGTAGAACTTGGTCAAGTTGGAAGATTAT
TTGGTAATGATCATTTGTATAATGTCATTGTTACTGCTCATGCTTTAGTTATGATTTTTTTTATAGTAATGCCTGTGATGATTGG
TGGATTTGGAAACTGGTTGATTCCTTTGATATTAGGAGCTCCTGATATAGCTTTTCCTCGGATAAATAACTTGAGTTTTTGGAT
ATTACCCCCTTCTTTAATGTTTTTGGTGTTATCATCTTTGGTTGAGGTTGGTGTTGGGGCTGGGTGAACGATTTATCCTCCTTTG
TCTTCAGGGGTGGGACATAGAGGAGGCGGTATGGATTTAGTTATTTTCTCTATTCATTTGGCTGGGGCTTCTTCAGTAATGGG
AGCTGTAAATTTTATTTCTACTGTTGTTAATATGCGGGCTAAGGGAATGACTTTTGAGCGGGTTCCTTTGTTTGTTTGGTCAGT
ATTAATCACTGTGATTTTGTTGCTCTTGTCTTTACCAGTTTTGGCTGGGGCTATTACAATGTTATTGACTGACCGAAACTTTAAT
ACATCTTTTTTTGATCCTGCTGGTGGAGGGGATCCAATTTTATTTCAACATTTATT

>ldiosoma_sp1-T110332
ATTTTTGGGGTGTGGTCTGCAATAGTAGGAACAGCTATAAGAGTTATTGTTCGTGTAGAACTTGGTCAAGTTGGAAGATTATT
TGGTAATGATCATTTGTATAATGTCATTGTTACTGCTCATGCTTTAGTTATGATTTTTTTTATAGTAATGCCTGTGATGATTGGT
GGATTTGGAAACTGGTTGATTCCTTTGATATTAGGAGCTCCTGATATAGCTTTTCCTCGGATAAATAACTTGAGTTTTTGGATA
TTACCCCCTTCTTTAATGTTTTTGGTGTTATCATCTTTGGTTGAGGTTGGTGTTGGGGCTGGGTGAACGATTTATCCTCCTTTGT
CTTCAGGGGTGGGACATAGAGGAGGCGGTATGGATTTAGTTATTTTCTCTATTCATTTGGCTGGGGCTTCTTCAGTAATGGG
AGCTGTAAATTTTATTTCTACTGTTGTTAATATGCGGGCTAAGGGAATGACTTTTGAGCGGGTTCCTTTGTTTGTTTGGTCAGT
ATTAATCACTGTGATTTTGTTGCTCTTGTCTTTACCAGTTTTGGCTGGGGCTATTACAATGTTATTGACTGACCGAAACTTTAAT
ACATCTTTTTTTGATCCTGCTGGTGGAGGGGATCCAATTTTATTTCAACATTTATT

>ldiosoma_sp1-T110333
GGGTGTGGTCTGCAATAGTAGGAACAGCTATAGAGTTATTGTTCGTGTAGAACTTGGTCAAGTTGGAAGATTATTTGGTAAT
GATCATTTGTATAATGTCATTGTTACTGCTCATGCTTTAGTTATGATTTTTTTTATAGTAATGCCTGTGATGATTGGTGGATTTG
GAAACTGGTTGATTCCTTTGATATTAGGAGCTCCTGATATAGCTTTTCCTCGGATAAATAACTTGAGTTTTTGGATATTACCCC
CTTCTTTAATGTTTTTGGTGTTATCATCTTTGGTTGAGGTTGGTGTTGGGGCTGGGTGAACGATTTATCCTCCTTTGTCTTCAG
GGGTGGGACATAGAGGAGGCGGTATGGATTTAGTTATTTTCTCTATTCATTTGGCTGGGGCTTCTTCAGTAATGGGAGCTGT
AAATTTTATTTCTACTGTTGTTAATATGCGGGCTAAGGGAATGACTTTTGAGCGGGTTCCTTTGTTTGTTTGGTCAGTATTAAT
CACTGTGATTTTGTTGCTCTTGTCTTTACCAGTTTTGGCTGGGGCTATTACAATGTTATTGACTGACCGAAACTTTAATACATCT
TTTTTTGATCCTGCTGGTGGAGGGGATCCAATTTTATTTCAACATTTATT

>ldiosoma_sp2-T110353
TGTTTTAGGGGTGTGATCGGCTATGATTGGGACTGCTATAAGAGTGATAATTCGGACGGAGTTAGGGCAGGTGGGGAGTTT
GTTAGGAGATGATCATTTATATAATGTGGTAGTGACTGTTCATGCGTTGGTAATGATTTTTTTTATGGTCATGCCAATTATAAT
TGGGGGGTTTGGAAATTGATTAGTGCCTTTGATGTTAGGGGCTCCTGATATGGCTTTTCCTCGAATAAATAATTTAAGATTTT
GGTTGTTGCCTCCTTCTTTTTTTTTTTTAATGATTTCATCATTAATTGAGGTAGGTGTTGGAACAGGGTGGACAATTTATCCACC
GTTGTCTTCTGGTATTGGACATGGGGGTGGGGGTATGGATTTTGTTGTTTTTTCTTTGCATTTAGCTGGTGGTTCTTCTATTAT
GGGAGCTATTAATTTTATTTCTACTGTAGTAAATATGCGCGTTATAGGAATAAAGTTTGAACGGGTGCCTTTGTTTGTGTGGT
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CAGTGATGGTAACTGCTGTTTTATTGTTGTTGTCTTTACCTGTTTTAGCTGGGGCTATTACTATATTATTGACTGATCGGAATTT
TAATACTTCTTTTTTTGACCCGCGCGGGGGGAGGAGATCCTGTTTTATTTCACCATTTGTT

>ldiosoma_sp3-AES230044
TTAGGGGTGTGATCAGCGATGTTTGGAACAGCAATAAGAGTGTTGATTCGAACGGAATTAGGGCAGGTTGGAAGATTATTG
GGAGATGATCATTTGTATAATGTTGTAGTAACAGTTCATGCTTTGGTGATGATTTTTTTTATAGTCATACCAATTATGATTGGA
GGTTTTGGAAATTGGTTGGTGCCATTAATGTTAGGGGCACCTGATATGGCTTTTCCTCGAATGAATAATTTGAGATTTTGATT
GTTGCCTCCTTCTTTGTTTTTTTTATTAGTTTCATCATTGATTGAGGTAGGGGTTGGGGCTGGTTGAACAATTTATCCTCCTTTA
TCTTCAGGAATTGGTCATAGAGGTGGTGGGATGGATTTTGTTGTTTTTTCCTTGCATTTAGCTGGAGCTTCTTCAATTATAGGA
GCTATTAATTTTATTTCTACTATTGTAAATATACGAGCTATAGGGATGATTTTCGAACGTGTTCCTTTGTTTGTGTGGTCTGTAT
TAGTTACAACGGTGTTATTATTATTAGCTCTTCCTGTGTTGGCTGGAGCTATTACTATATTATTGACTGATCGAAATTTTAATAC
TTCTTTTTTCGATCCGGCTGGGGGTGGGGATCCTGTTTTATTTCAACATTTA

>Synsphyronus_weld-AES230029
ATTTTAGGAATTTGATGTGGCCTTGTTGGAATAAGTTACAGAATAATTATTCGTATACAATTAATAAGTCCAGGAAAGTTAAT
TTCCGAACATACATATAATGTAATCGTTACCACTCACGCTTTTGTAATAATTTTTTTTATAGTAATACCTATTATAATTGGAGGT
TTTGGAAATTGATTAATTCCGTTAATAATTGGAGCTCCAGATATAGCATTTCCACGATTAAATAATTTAAGATTTTGACTCCTTC
CTCCGTCTTTTATATTATTACTCCTGTCTTCTGCCCTAGAAATAGGATGTGGAACGGGGTGAACAATTTATCCACCCTTGTCAA
GACTTTTAGGACATACTACTAAATCTGTAGATTTTACCATTTTTTCCCTTCATTTAGCTGGAATCTCATCAATTTTAGGATCTATT
AACTTTATTACTACAATTATCAATATACGTACTCCTAGTTTATCAATAACAAAGACTCCTTTGTTTGTATGATCAGTTCTATTTAC
TACAATTCTGATTTTATTTGCTATACCAGTTTTAGCTGGGGCAATTACTATGTTATTAACTGATCGAAATTTTAATACAGCTTTC
TTTATCCCTGCAGGAGGGGGAGATCCAATTTTATTTCAACATCTATTT

>Urodacus_ MW1-AES23048
TATTAGGGGGTTGAGCGTCTATAGTGGGGACAGCTTTGAGATTGATAATTCGTGTTGAGGTAGGGAGTCCTGGCTCTTTTAT
TGGTGATGATCAGATTTATAATGTAGTTGTGACTGCTCATGCCTTTGTAATAATTTTTTTITATGGTTATGCCTATTATAATCGG
GGGGTTTGGGAATTGGCTTGTTCCTTTAATATTGGGGGCTCCTGATATGGCTTTTCCTCGGTTGAATAATATAAGATTTTGATT
ATTGCCCCCTTCTTTTTTTTTATTATTAGGATCTGCTTGTTTAGAGAGAGGAGCTGGGACGGGGTGGACTGTGTATCCTCCTTT
ATCTTCTAGAATTTTTCATTCTGGGGGTTCTGTTGATATGACTATTTTTTCTTTGCATTTAGCTGGGGTTTCTTCTATTTTAGGG
GCTATTAATTTTATTACTACAATTTTGAATATACGAAGAGAGGGGATAGTTTTAGATCGAGTTCCTTTGTTTGTATGATCTGTT
AAAATTACTGCAATTTTATTGTTGCTGTCTTTACCTGTTTTAGCTGGGGCTATTACTATGTTATTGACTGATCGAAATTTTAATA
CTTCTTTTTTTGATCCAGCGGGAGGGGGGGATCCTATTTTATATCAGCATTTGTTT

>Urodacus_MW1-AES23050
GTATTTAATGTTAGGGGGTTGAGCGTCTATGGTGGGGACAGCTTTGAGATTAATAATTCGTGTTGAGGTAGGGAGTCCTGGC
TCTTTTATTGGTGATGATCAGATTTATAATGTAGTTGTGACTGCTCATGCCTTTGTAATAATTTTTTTTATGGTTATGCCTATTAT
AATTGGGGGGTTTGGGAATTGGCTTGTTCCTTTAATATTGGGAGCTCCTGATATGGCTTTTCCTCGGTTGAATAATATAAGAT

Appendix 1, Page | 16



Ala Cran

Environmental Science

TTTGATTATTACCCCCTTCTTTTTTTTTATTATTAGGGTCTGCTTGTTTAGAGAGAGGAGCTGGGACTGGGTGGACTGTGTATC
CTCCTTTATCTTCTAGAATTTTTCATTCTGGGGGTTCTGTTGATATGACTATTTTTTCTTTGCATTITAGCTGGGGTTTCTTCTATT
TTAGGGGCTATTAATTTTATTACTACAATTTTGAATATACGAAGAGAGGGGATAGTTTTAGATCGAGTTCCTTTGTTTGTATGA
TCTGTTAAAATTACTGCAATTTTATTGTTGCTGTCTTTACCTGTTTTAGCTGGGGCTATTACTATGTTATTGACTGATCGAAATT
TTAATACTTCTTTTTTTGATCCAGCGGGAGGGGGAGATCCTATTTTATATCAGCATTTGTTT

>Urodacus_MW1-AES23051
GACTATGTATTTAATATTAGGGGGTTGAGCGTCTATAGTGGGGACAGCTTTGAGATTGATAATTCGTGTTGAGGTAGGGAGT
CCTGGCTCTTTTATTGGTGATGATCAGATTTATAATGTAGTTGTGACTGCTCATGCCTTTGTAATAATTTTTTTTATGGTTATGC
CTATTATAATCGGGGGGTTTGGGAATTGGCTTGTTCCTTTAATATTGGGGGCTCCTGATATGGCTTTTCCTCGGTTGAATAAT
ATAAGATTTTGATTATTGCCCCCTTCTTTTTTTTTATTATTAGGATCTGCTTGTTTAGAGAGAGGAGCTGGGACGGGGTGGACT
GTGTATCCTCCTTTATCTTCTAGAATTTTTCATTCTGGGGGTTCTGTTGATATGACTATTTTTTCTTTGCATTTAGCTGGGGTTTC
TTCTATTTTAGGGGCTATTAATTTTATTACTACAATTTTGAATATACGAAGAGAGGGGATAGTTTTAGATCGAGTTCCTTTGTT
TGTATGATCTGTTAAAATTACTGCAATTTTATTGTTGCTGTCTTTACCTGTTTTAGCTGGGGCTATTACTATGTTATTGACTGAT
CGAAATTTTAATACTTCTTTTTTTGATCCAGCGGGAGGGGGGGATCCTATTTTATATCAGCATTTGTTT

>Urodacus_ MW1-AES23054
ATGTTAGGGGGTTGAGCGTCTATGGTGGGGACAGCTTTGAGATTAATAATTCGTGTTGAGGTAGGGAGTCCTGGCTCTTTTA
TTGGTGATGATCAGATTTATAATGTAGTTGTGACTGCTCATGCCTTTGTAATAATTTTTTTTATGGTTATGCCTATTATAATTGG
GGGGTTTGGGAATTGGCTTGTTCCTTTAATATTGGGAGCTCCTGATATGGCTTTTCCTCGGTTGAATAATATAAGATTTTGATT
ATTACCCCCTTCTTTTTTTTTATTATTAGGGTCTGCTTGTTTAGAGAGAGGAGCTGGGACTGGGTGGACTGTGTATCCTCCTTT
ATCTTCTAGAATTTTTCATTCTGGGGGTTCTGTTGATATGACTATTTTTTCTTTGCATTTAGCTGGGGTTTCTTCTATTTTAGGG
GCTATTAATTTTATTACTACAATTTTGAATATACGAAGAGAGGGGATAGTTTTAGATCGAGTTCCTTTGTTTGTATGATCTGTT
AAAATTACTGCAATTTTATTGTTGCTGTCTTTACCTGTTTTAGCTGGGGCTATTACTATGTTATTGACTGATCGAAATTTTAATA
CTTCTTTTTTTGATCCAGCGGGAGGGGGAGATCCTATTTTATATCAGCATTTGTTT

>Urodacus_MW1-AES23055
ATGTTAGGGGGTTGAGCGTCTATGGTGGGGACAGCTTTGAGATTAATAATTCGTGTTGAGGTAGGGAGTCCTGGCTCTTTTA
TTGGTGATGATCAGATTTATAATGTAGTTGTGACTGCTCATGCCTTTGTAATAATTTTTTTTATGGTTATGCCTATTATAATTGG
GGGGTTTGGGAATTGGCTTGTTCCTTTAATATTGGGAGCTCCTGATATGGCTTTTCCTCGGTTGAATAATATAAGATTTTGATT
ATTACCCCCTTCTTTTTTTTTATTATTAGGGTCTGCTTGTTTAGAGAGAGGAGCTGGGACTGGGTGGACTGTGTATCCTCCTTT
ATCTTCTAGAATTTTTCATTCTGGGGGTTCTGTTGATATGACTATTTTTTCTTTGCATTTAGCTGGGGTTTCTTCTATTTTAGGG
GCTATTAATTTTATTACTACAATTTTGAATATACGAAGAGAGGGGATAGTTTTAGATCGAGTTCCTTTGTTTGTATGATCTGTT
AAAATTACTGCAATTTTATTGTTGCTGTCTTTACCTGTTTTAGCTGGGGCTATTACTATGTTATTGACTGATCGAAATTTTAATA
CTTCTTTTTTTGATCCAGCGGGAGGGGGAGATCCTATTTTATATCAGCATTTGTTT
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>Urodacus_MW1-AES23065
GACTATGTATTTAATATTAGGGGGTTGAGCGTCTATAGTGGGGACAGCTTTGAGATTGATAATTCGTGTTGAGGTAGGGAGT
CCTGGCTCTTTTATTGGTGATGATCAGATTTATAATGTAGTTGTGACTGCTCATGCCTTTGTAATAATTTTTTTTATGGTTATGC
CTATTATAATCGGGGGGTTTGGGAATTGGCTTGTTCCTTTAATATTGGGGGCTCCTGATATGGCTTTTCCTCGGTTGAATAAT
ATAAGATTTTGATTATTGCCCCCTTCTTTTTTTTTATTATTAGGATCTGCTTGTTTAGAGAGAGGAGCTGGGACGGGGTGGACT
GTGTATCCTCCTTTATCTTCTAGAATTTTTCATTCTGGGGGTTCTGTTGATATGACTATTTTTTCTTTGCATTTAGCTGGGGTTTC
TTCTATTTTAGGGGCTATTAATTTTATTACTACAATTTTGAATATACGAAGAGAGGGGATAGTTTTAGATCGAGTTCCTTTGTT
TGTATGATCTGTTAAAATTACTGCAATTTTATTGTTGCTGTCTTTACCTGTTTTAGCTGGGGCTATTACTATGTTATTGACTGAT
CGAAATTTTAATACTTCTTTTTTTGATCCAGCGGGAGGGGGGGATCCTATTTTATATCAGCATTTGTTT

>Urodacus_ MW1-T136195
TATTTAATGTTAGGGGGGGGAGCGTCTATNGTGGGGANANCTTTGAGATTAATAANTCGTGTTGAGGTAGGGAGTCCGGCT
CTTTTATTGGGGAGGATCAGATTTATAAAGTAGTTGTGACTGCTCACGCCTTTGTAATAATTTTTTTTATGGTTATGCCTATTAT
AANTGGGGGGTTTGGGAATTGGCTTGTTCCTTTAATATTGGGAGCTCCNGANATGGCTTTTCCTCGGTTGAATAANATAANA
TTTTGATTATTACCCCCTTCTTTTTTTTTATTATTAGGGTCTGCTTGTTTAGAGAGAGGAGCTGGGACTGGGTGGACTGTGTAT
CCTCCTTTATCTTCTAGAATTTTTCATTCTGGGGGTTCTGTTGATATGATTATTTTTTCTTTGCATTTAGCTGGGGTTTCTTCTAT
TTTAGGGGCTATTAATTTTATTACTACAATTTTGAATATACGAAGAGAGGGGATAGTTTTAGATCGANTTCCTTTGTTTGTATG
ATCTGTTAAAATTACTGCANTTTTATTGNTGCTGTCATTACCTGTTTNAGCTGGGGCTANNACTATGTTATTGNCTGANCTGA
AAATTGAATACTTCTTTT
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